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LEA14 ARATH |
100 LEAD-95 cotton
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C © www.ricedata.cn/gene/list/1965.htm
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HBIA S SR CIOsLEALs B EAEm BN WIS, B BOAEM0-me SRS, OLEdla TEERRHA, THESERBIL
BHEREET A E VAR ONERATE. S04 ATEARHOLEAL ERREARESNS, MTRTASSEONSHE. AHTIIEA#
OSLEALa SABTRMRISALE , MseS L WERREER. BRARMAAETAHLEA O, OsLEAL TAETEAT HISAE (Sub etal
2010) -

[HEEPRREX TARREE ~Prci]

NCBI GeneBank: AK064055, AK122153

RAP-DB: Os01g0159600

MSU: LOC_0Os01g06630

- BEXW

1. Ming-Der Shih:;Lin-Tzu Huang;Fu-Jin Wei;Ming-Tsung Wu;Folkert A. Hoekstra;Yue-Ie C. Hsing

0sLEAla, a new Em—like protein of cereal plants
Plant and Cell Physiology, 2010, 51(12): 2132-2144
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Copyright © 2008 CHNRRI. All rights reserved. FREDKISIAZEIRIHEEE A ANERE
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*§ Google "9 hao123 - ... BEYEE.. FERIFE.. [ PEKIEE.. [ ) RiceData=.. ~/ [ MEEERRAE...

C  © www.ricedata.cn/gene/list/1480.htm
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B ERR RERE b o HE  QIL owroosy Xt @ Sk HISER Bz

-EHAGR
BEE(E) S | MUKKRSEEAER Late embryogenssis abundant protein gene
BEHS | OsLE43; OsLEA3-1
BrfEREE |5 (2R
OsLEA3-1 i OsLEA3 i & FRVEMER. T8, LIRZEREMBrNATOLEL-1 FIFRA, BILATRE. THSIERNTFA0LELS-] fhTFRAERTT T4
PELRBF~EARE (Xiao etal 2007) .

[HEEPREEXTARRE~PICH#]
NCBI GeneBank: DQ789359

RAP-DB: 0s05g0542500
MSU: LOC_0Os05g46480

- ONTOLOGY B #HX B (A
RS2 | iR (10:0000276)
£ PFE | BKBERE(G0:0009414), BEESHFIMEL (G0:0009737), ZRMHIEEE (GO:0008651)

- BEXM

1. Benze Xiao;Yuemin Huang :Ning Tang and Lizhong Xiong

Over—expression of a ££4 gene in rice improves drought resistance under the field conditions
Theoreticsl and Applied Genetics, 2007, 115(1): 35-46

2. irn Moons;Annick De Keyser;Marc Wan Montagu
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late embryogenesis abundant protein late embryogenesis abundant protein
[Oryza sativa Japonica Group] [Oryza sativa Indica Group]
GenBank: BAG88987.1 GenBank: ABG80549.1
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Tiny residuss in unnamed from positisn 1 to 83

1T T |

Tiny residues

Small residues in unnamed from pogition 1 to 83

o0
Small resldues

Aliphatic residuae in unnarmed from position 1 to 83

N I I

Aliphatic residues

Arematic residues in unnomed frem pesition 1 te %3

]
Eromatic rasiduss

MNon—polar residues in unnamed from postion 1 to 93

10T

Nan—polar residues

reaiduasa in unnarned frem poaition 1 te 83

11 L 0 I

T
40 L]
Palar rasiduss

Charged residues in unnamed from position 1 to 93

Charged residues

Pasitive reaiduea in unnamed from peaition 1 te 93

Pogitiva residuas

Negative residues in unnamed from position 1 ke 93

Negative residues




Hydropathy value

Hydrapathy valus

Hydrapathy value
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Hydropathy plet of reeiduas 1 to %3 of =egquanca unnomad vaing Kyke & Doolittla hydropathy poramatare

20 40
Reaiduc Humber

Hydropothy plat of residues 1 0 93 of sequence unnomed using OHM  Hydropathy parameters (Swest & Esenbarg)

40
Raaldue Nurnber

Hydrapathy plot of resldues 1 to 83 of esquence unmarmed uslng Censensus porarnatera {Flenberg et al)

Reaidua Mumbar
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Tiry residuea in late from positisn 1 1o 200

Small residuss in lote from positien | to 200
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Aliphotic regiduse in lota from position | to 200

180
Aliphatic residuss

Sromaotic residues in lofe from position 1 o 200

10
Aremalie residues

Hon=polar residues in late from pesition 1 to 200

1400
Nan—polar residuss

olar residuea in lobe from position
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Charged residues in late from peadtion 1 ta 200

LlEiEm|N]iing

100
Charged residuss
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Foaifive residuss in late from goeaition 1 ke 200

100

S0

Positive reaiduas

MHegathve residues in lote from position 1 te 200
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100
Negative residuss
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Hydropathy plot of residesa 1 to 200 of ssquencae lote ueing Kyta & Doolittle hydropothy porameters

100 150
Residue RNumber

Flot of residuss 1 to 200 of sequence lote using OHM  Hedropathy pommeters [Swest & Escnteg)

T T T T T T T T T T

B0 0% 50
Fasldue Hurnber

Hydirspathy Blok of realduss 1 ts 200 of ssquercs lote Lblng Conesnsus pararabers (Elssnberg sb al)
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Oryza sativa Japonica Group

* Rice_lJ.pepstats
 PEPSTATS of unnamed from 1 to 93

* Molecular weight = 10136.29
Residues = 93

* Average Residue Weight = 108.992
Charge =1.0

 |Isoelectric Point =9.1021

« A280 Molar Extinction Coefficient =
0

» A280 Extinction Coefficient 1Img/ml
=0.00

* Improbability of expression in
inclusion bodies = 0.631

Oryza sativa Indica Group

* Rice_l.pepstats
* PEPSTATS of late from 1 to 200

* Molecular weight = 20514.06
Residues = 200

* Average Residue Weight =102.570
Charge =-1.0

e |soelectric Point = 6.1524

e A280 Molar Extinction Coefficient =
2560

* A280 Extinction Coefficient 1Img/ml
=0.12

* Probability of expression in inclusion
bodies =0.620
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Property
Tiny
Small
Aliphatic
Aromatic
Non—polar
Polar
Charged
Basic
Acidic

T

Residues Number
(A+CHGHSHT) 30
(A+BHCHDAGHNPHSHTHY) 45
(A+THLAV) 24
(FHHHW+Y) 0
(A+CHFHGHTHLAMPHVAHY)
(DAEHHHEANHQHRHSHTHZ) 55
(B+D+EHIK+R+Z) 41
(H+K+R) 21
(B+D+E+7) 20

38

Mole%
32. 258
48, 387
25. 806

0. 000

09. 140
44. 086
22. 981
21,905

40. 860
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Property Residues ~ Number ~ Mole%

Tiny  (A+C+G+S+T) 100 50.000

Small (A+B+C+D+GN+P+S+T+Y) 122 61.000
Aliphatic (A+I+L+V) 5 21,500

Aromatic (F+H+W+Y) 7 3.500

Non-polar ~ (A+C+F+G+I+L+M+P+V+W+Y) 78 39.000

Polar (D+E+H+K+N+Q+R+5+T+Z) 122 61.000
Charged  (B+D+E+H+K+R+Z) 07 33.500
Basic (H+K+R) 34 17.000

Acidic (B+D+E+2) 33 16.500
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