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How do | compare tumor vs normal expression?
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Using the TCGA TARGET GTEx study
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TEREAAT T GGCTHITIAE T AR |, FH3% EiifmiRNA
miR-29b-3p

AZmicroRNA-29 (miR-29) FKEMNKGE, Z255MEBERRE-
miR-29b-3p7E - 40 s b i 48 AL 1 AN b, @5 7 itk — 22 k58 -

BiHA#) i TargetScan, miRDBFImMiRWalk% i FE i {538 GGCT EiifmiRNA (E3) , 4
& R HERmiR-20b-3pFeik B AT R RAE, R BmiR-29b-3pitk (T /5 &5 .

TargetScan miDB hsa-miR-28a-3p
hsa-miR-2%9b-3p

23 hsa-miR-769-5p
103 1 hsa-miR-4329
27 9 0 hsa-miR-3679-3p
hsa-miR-514b-5p
423 hsa-miR-361-3p
hsa-miR-6501-3p
miRWalk hsa-miR-1226-3p

E4 TargetScan. miRDBFmiRWalk#BEMAIGGCT LiFmiIRNALER
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| https://www.targetscan.org/vert_80/
a‘l‘argeiScanHuman A
Prediction of microRNA targets Release 8.0: Seplember 2021  Agarwal ef al,, 2015 McGeary, Lin ot al., 2019

TargetScanHuman

h pes
Prediction of microRNA targets Release 8.0: September 2021  Agarwal et al., 2015 McGeary, line
Human GGCT ENST00000005374.6 3' UTR length: 579 - -
117 ikitan Search for predicted microRNA targets in mammals [Go to TargetScanMouse]
h_ [Go to TargetScanWorm]
150 200 ) al %o [Go to TargetScanFly]
Conserved sites for niRMA fanllies broadly conserved among vertebrates X [GO to TargetScanFish]
AR-25-3p
wr

Poorly conserved sites for niRNA Faniliecs broadly conserved among vertebrates

1. Select a species
2 niR-216a-%9 niR-144-3p
me =

= AND

2. Enter a human gene symbol (e.g. "Hmga2")[ ]
or an Ensembl gene (ENSG00000149948) or transcript (ENST00000403681) ID

AND/OR
HHao poorly consered sdos 300 MIRNA famites consenved among vevtetrases|
(Ehaw 0rtarssd 5365 0¢ TRNA TTHHos CONBRrved Only 4reng mamnak o
W SO0 Py COFGONOT SHES FOr TEINA Larvd e COmmreed (Tong marmerels) Key 3. Do one of the following:

ow 3hes for pocely conberved but conbdently mvsctied mEINA larmiesd 2 higher probsbisty of praferential Conssrw
(Ehow stes o oiher miftBase asctatonns, mot of which sre mIAINA" sigeences o FINA fragrasts v AR s ———

- .
minarnolated s sPNAS) W over W merms [ TmerAl « Select a broadly conserved* microRNA family | Broadly conserved microRNA families v |
[owrioad SYG ieage of mEWNA stes; SRon wiis fowsr HObebRY of eoferertint coneerelion « Select a conserved* microRNA family [ Conserved microRNA families v

Vw3 of RNA sios] W &mer [l Tmer.m8 [l TmesAl

(VW Fasman genome Beoaser (18]

Select a poorly conserved but confidently annotated microRNA family | Poorly conserved microRNA families v |

(Stow a specan]

Select another miRBase annotation
| Other miRBase annotations
Note that most of these families are star miRNAs or RNA fragments misannotated as miRNAs.

Chimp  CAUGUUU-GAUC - - - -CA- - - ~UUUU- CAGCAGU - - ~GCUCUGAAG GAGUAL CUUAC UG CGUGALUC CUUGUU - - - UUCAGACLALAAAAAGAAACLIGA -
Rhesus  CAUGUUU-GAUC -~ ~CA- - —-~UUUG- CEGCAGU - - - GCECUGAAG GAGUAL CULACUUGGOUGADGC CUUGUU - - ~UUCAGACUAUAAAAAGAAACUGG -

Sguirrel UAUGUCU-CALIC- - - -UG-- - -UUUL-CACCAAU- - - GUUUGGAAGGGGLAC CUCACUUGAGUGALUCUALIAUU - - -UUCAGACUALAAAAAGCAGCUGG - - -~ -~ + Entera microRNAname (e.g. "miR-0-50[ ]
Mouse  UGGUUCU-GACC- - ~Uli- - GAUUUU- CAACAGU- - - GEUGGGAAG GG~ CUUCUCACAUAGGUGAUUCULLAUU - - ~-UUUA- ACUGUAACAAAGAACUGGAMUGGGGALI- GGGCUUAG- - -AC ;
Rat  UGULUUY-AACC- - - -ULUUGAUUUU-CAACAGU- - - GCUGUGAAGGG - CUUCUCACULAGGUGACUCUULAUL- -~ UUCA- ACUGLAACAGAGAACUGAAAUGGGGGUAGGGALUAG- -~ AL
Rabbit CACGUUL-ACUC- ---UG--- -UUUG-CAGCAAC- - - CCCUUGAAGGGCUALCHCAL CUGGGCAAUUC CUUCUU - - - UGCAGAUUUUAAA - - -~ - - - - == === ===~ GGAGAGLIUAG----AC s _ e e
Pig UCUGUUUAAALA- -~ UA -~~~ ~ULIUL-CAACGGY -~ - CULCUGAAGGGAUCU CUGAC UG GGUGAUUC UL GUL - ~ ~UUCAGACUG- - AAAAGA - - CCAG- ~-GUUAGGAGUUAG -~ - -GL Bioinformatics and Research Computing TargetScan Release 8.0 Whitehead Institute for Biomedical Research
Cow  UCUGU-~~AAUA~ = = =LA - = = UL - - CAACAGU - - - GUUCUG GAGGGUUALILRICAC VUG GGUGCUUC CUUGUL - - ~UUCAGACUGUAAAAAGA - - CCGA = = == = - GAUAGGAGUUAG - - - - A © 2006-2022 Whitehead Institute for Biomedical Research Questions: barc@wimitedu Compatibility _
SR R e e L T s S s TR
Bonior=ates and Research Computng TargetScan Relosse 5.0 Whinhead Insttide lor Bomedosl Aesearch ‘ '
0 200-2002 Iryttune for Questions: barcews metedu Compatbity
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FHHE FJEmiRNA: 7 FGGCT3’ UTR 414-420008

BT B ] LTS R B i B R SR SRR A B3t , IR
i+ RAr4i Rk

A

B MHCC97H
- - > 1.5+ .
pmir-GLO —— Luciferase Binding | 2 P TGt
Site S e ns B3 miR-29b-3p mimic
Position 414-4200f GGCT3'UTR $ 1.04 .
\ 5
WT-pmirGLO-GGCT ...UAGCUCACUUGAUGAIIIIZHIG... §
= 0.54
miR-29b-3p ...UUGUGACUAAAGUUU u... 2
©
MUT-pmirGLO-GGCT  ..UAGCUCACUUGAUGAACCACGAG... . 00 B3
U= T 1
WT Mut

K5 XU CEEIR A IR R S25e . A: SZEG . B:AEMHCCO7THAM M R P B ES: BB . R AL
ZHT, *p<0.05, **p<0.01, ***p<0.001; Z#E LA AL SLIG I F{E + SD Fan.
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ATk : BT TargetScan. miRDBHImMiRWalk 22 AN £#E 1) 28 X
T, AL HmiR-29b-3pfE A GGCTHITEE _EiF A=+

e AR IS TCGARWE AT RIgl 2P SR Sk, FfTfiA TAET R4
AP AEGGCTR IR MmiR-29b-3p AR B UM R FRGERI, X8 —H 1
AT R IR 17 1l PR AH SR AR A o

PR AL EYME B FPIE A miR-29b-3p 5GGCT mRNAK3 *-
UTRIX (414-42000/) FAERba G0, X8 Jo Sl il WOt R Bl
B3  55- T B e ik HL B ] 5¢ R B T IR SR FEA
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ceRNA: GGCTHEEHER AR FmiRNA, 7] DIHE— SR TSN
JEiRNA (ceRNA) W%, filan, FHEKHEIEHIGRNA (IncRNA) BIFRRNA
(circRNA) mIRE/EN “4FiEd” W MmiR-29b-3p, M HIFRMEERXT
GGCTR#IH], SEHEHEFRIE. FHEYE B 5 T H A 55k X L 75 7 i
ceRNA, WA B2 ¥ 5w GGCT L+ El i

R Ar . A 2GS BT BORBURE AR B G R B, BEPUSHI, Tomd
5%, RACE Z A -
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