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MCS: Membrane Contact Site
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R-mitochondria

MCSs @ Mitochondria
ER-Golgi Endosomes

MCSs
s ER-endosome! @ Plasma membrane (PM)
ER-LD MCSs
' @ Peroxisomes

MC :
ER-peroxisome
MCSs

Lipid droplets (LDs)
Golgi apparatus

@ Ribosomes

(O Membrane contact sites

<7 Membrane Contact Sites (MCSs)
—— @ctin filaments = microtubules

Wu et al.,Science, 361, 466 (2018); Liu Linchuan., Li Jianming. Front Plant Sci, 10, 749. (2019). 3



1.2 SYT1

) ez ) ¥

PEKING UNIVERSITY

SYT1

EER-PMEZf\ & 1E(ER,

SYNAPTOTAGMIN A S SEHA

e XV ABREA N A E I

o EEELEMIHR, E-SYT sE#IEBEALIATIEES.

+ DJRESRETHRASR

STARIINaCIF U F B S EMFRIHE

- FATREER, TsEERESREER
A dad B ;f; 8YT1 ’ :2?;; {3 Microtubule F-Actin Il Pressure
f’tdlnsPs. - : § ?; S : .
'y oD XAbp e P
§ PM collapse
i}r 3
@ CER e
F Sa-Fpey 7.5

=15 E’ﬁ%ﬂ] RE1ER

Efﬂmﬂm \r

(A) The SYT1I TM domain is
anchored to the cortical ER the
C2 domains dock to the PM.

The C2 domains bind PM-
localized PtdInsPs.
(B) SYTI1  responses to

mechanical stress.

(C) Co-expression of
SYT1-GFP and RFP-HDEL
shows that the stable SYTI
puncta are localized on ER
tubules and cisternae in N.
benthamiana leaf epidermis.

Wei et al., Journal of Experimental Botany,67,21(2016); Jessica Perez-Sancho. Plant Physiology, 168 (2015). 4
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Kazuya Ishikawa et al., New Phytol, 226(3), 798-808. (2020)
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Pfam InterPro
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http.//pfam.xfam.org/; https.//www.ebi.ac.uk/interpro/
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http.//www.bioinformatics.nl/emboss-explorer/



3.3 FIEYISYTeEals3DE Q) 1t rtY




NI
=, 4 E}J\y
=~ un

- [
s -’J 57 F
Ibgﬁ

PEKING UNIVERSITY

4.1 SYTIZRIEHFIE

BAR

« EIRAIBAXFAERNRS e oo
- £ Qﬁﬁiﬁiﬂt PR ERRIAERNRE,
JTH E:_WJEE*E‘B

Prodo & Meia
Pholem

=g
KMATURATICHN
ZONE

Xylem Pole Pericycle

Phloem Pole Pericycle
Protophloem and metapholoem
Pholem companion

: Local Max -« h

4 ::"‘: Procambium Linear ELD;SJTEIQH
) | 1824.37
{ Rylem 1641.93
Che '"Tl:H..I'Ig ! 1450.5
T 1277.06
e -6 - 1084.52

912.19 _
72075 RS AT

473
Jad.87

182.44
fi

http://bar.utoronto.ca/eplant/ 9
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https.//string-db.org/cgi/

Known Interactions

At from curated databases

et axperimentally determined

Predicted Interactions

AN gene neighborhood
AN gene fusions

AN gene co-occurrence

Others
Aot textmining
VD co-expression
At protein homology
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Gene Product Symbol Qualifier GO Term
-
UniProtkKB:Q95KR2 SYT1 part_of GO0:0005783 @endoplasmic reticulum
biological
) process
UniProtkKB:Q95KR2 SYTH enables G0:0005515 (| .@protein binding
q - Component
UniProtKB:Q9SKR2 SYT1 enables - ) ipid bindi _
60-0008289 (7 ) ) @ lipid binding ocalization
UniProtkKB:Q9SKR2 SYT1 art_of -000576 = a -
par 600005766 () @) @) endosome G0:0033036 [l GO:0051234 ,:!A » DB
Part of
. - lecul tablish t A | B
UniProtkB:Q9SKR2 ~ SYT1  enables 0:0008289 (F ) €2 @) ipid binding 2 ocalization | |of localization g
— A
UniProtKB:Q95KR2 SYTH enables GO:0046872 ( :. @ metal ion binding GO:0006810 a Positively regulates
transport tivel lat
UniProtkKB:Q9SKR2 SYT1 involved_in GO-0006397 @ endocytosis P Megatively regulz E‘.—'— B
QOccurs in
i GO:0006811 »| B
UniProtkKB:Q95KR2 SYT1 part_of G0:0016021 @integral component of membrane Capable of .
ion transport | [T |rreeeeeeseseseeees :-’
UniProtKB:Q9SKR2 SYT1 part_of GO-0016020 emembrane ...{?E.F.’E.t.’l.'n'.?f E’?ft.?f.,,
GO:0010876 GO:0006820
UniProtkB-Q9SKR2 SYTH involved_in GO-0016032 @ viral process lipid anion
localization transport
UniProtKB:Q9SKR2 SYT1 part_of GO-0005386 @plasma membrane 500071702
organic
UniProtKB:Q9SKR2 SYTH involved _in GO-0006869 @ lipid transport i?:;;:’;ite
UniProtkB:Q9SKR2 SYTH part_of GO-0005386 @plasma TEmE e GO0:0006869
UniProtkB:Q9SKR2 ~ SYT1 part_of 60:0010008 () ) €3 endosome membrane

QuickG0 - https:fwww.ebiac uk/QuickGO

https.//www.ebi.ac.uk/Quick GO/
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Entry K13902 KO
Name SYT2

Definition|synaptotagmin-2

KEGG Disease Hea778 Congenital myasthenic syndrome

Brite KEGG Orthology (KO) [BR:ko£2881l]

29188 Brite Hierarchies
REACTOM E 89182 Protein families: genetic information processing
84131 Membrane trafficking
K19982 5SYT2; synaptotagmin-2
Membrane trafficking [BR:ko@4131]
Exocytosis
Calcium ion-dependent exocytosis
Synaptotagmins
K19982 SYT2; synaptotagmin-2

BRITE hierarchy |

plasma membrans

cytosol

g * ESYT1:ESYT2:ESYT3 transport
[mmm| GPL from plasma membrane to
ER membrane
 They form complexes on the
o ER membrane, are dependent
on PI(4,5)P2 in plasma
membranes and regulated by
cytosolic Ca?*.
e « An increase in Ca?*levels
contributes to ER-PM tethering.

GPL

lle;
v

https.//www.genome.jp/keqqg/; https.//reactome.org/
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