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1 M2 ALS l Lolium multiflorum acetolactate synthase (ALS) gene, partial cds
° v GenBank: MK922479.1

FASTA  Graphics

Go to: (v)

LOCUS MK922479 1355 bp DNA linear PLN 11-DEC-2019
DEFINITION Lolium multiflorum acetolactate svnthase (ALS) gene, partial cds.
ACCESSION  MK922479

Lolium rigidum clone 6c chloroplast acetolactate synthase gene, partial cds; VERSTON  MK922479.1

KEYWORDS .
chloroplast SOURCE Lolium multiflorum (Italian rvegrass)
ORGANISM Lolium multiflorum
GenBank: KM000068.1 Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta;
FASTA  Graphics Spermatophyta; Magnoliopsida; Liliopsida; Poales: Poaceae: BOP

clade; Pooideae: Poodae; Poeae:; Poeae Chloroplast Group 2 (Poeae

type) ; Loliodinae; Loliinae; Lolium.

REFERENCE 1 (bases 1 to 1355)

LocUs KMO00068 1866 bp  DNA  linear PLN 20-SEP-2014 AUTHORS  Kaya Altop,E. and Erken,S.

DEFINITION Lolium rigidum clone 6c chloroplast acetolactate synthase gene, TITLE Deter@ination ot." ALS ?nd accase herl.Jicides resistance of Lolium

. spp. in wheat fields in Samsun Province

partial eds; chloroplast. o

ACCESSION  KM000068

VERSION EM000068. 1

KEYWORDS

SOURCE chloroplast Lolium rigidum

ORGANISM Lolium rigidum
Eukarvota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta;
Spermatophyta; Magnoliopsida; Liliopsida; Poales; Poaceae; BOP

Go to: [v]

clade; Pooideae; Poodae; Poeae; Poeae Chloroplast Group 2 (Poeae Chloroplast acetOIaCtate Synthase
type); Loliodinae; Loliinae; Lolium.
REFERENCE 1 (bases 1 to 1866) GenPept FASTA Graphics BLAST

AUTHORS  Al-Doss, A.A., Al-Faifi,S.A., Ghazy,A. 1., Salem, A.K., Ammar, M. H.,
Migdadi,H.M. and Althamra, M. I.

TITLE Molecular evidence for new ALS-—resistance alleles in Saudi Lolium
rigidum populations

JOURNAL  Unpublished

Name: chloroplast acetolactate synthase
RefSeq Selected Product: AIN75605.1, 622 amino acids
Taxonomic Group: monocots

REFERENCE 2 (bases 1 to 1866) AssembfyAcce_ssionsr 0
AUTHORS ~ Al-Doss,A.A., Al-Faifi,S.A., Ghazy,A. I, Salem A.K., Ammar,M H., Protein Accessions: 1
Miadadi HM and Althamva U T CDS Reg"ons.- 1

Total Rows: 1

Source CDS Region in Nucleotide Protein Name Organism Strain  Assembly

ALSEER 5 Ho B i) B

INSDC KMO000068.1 AIN75605.1  chloroplast acetolactate synthase Lolium rigidum
1-1866 (+)
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HRE=

standard Frotein BLAS |

blastn blastp blastx tblastn tblastx

MRAET RS
AL AT A, FIRINCBIIBlasti ] FUAR AR (135 117 51

BLASTP programs search protein databases using a proteir

Enter Query Sequence

Enter accession number(s), gi(s), or FASTA sequence(s) @ Clear Query subrange @
=AIN75605.1 chloroplast acetolactate synthase, partial (chloroplast) [Lolium & E

rgidum] o Fm[ ]
MATATSTAVAFSGATAALPKPRTLPRHQLPTSRRALTAPIRCSAVSPSPAPSP

APPATALRPWGPSEPRK ® To [ ]
Or, upload file SRS | RkiESrE )

Job Title |

Enter a descriptive title for your BLAST search 9
D Align two or more sequences e

Choose Search Set

Database - : "
0| UniProtKB/Swizs-Prot(swissprot) v | (2]
Organism
Ogt!:i'cnal | Enter organism name or id—completions will be suggested | exclude
Enter organism common name, binomial, or tax id. Only 20 top taxa will be shown. 9
Exclude [ ] Models (XM/XP) [ ] Non-redundant RefSeq proteins (WP) [] Uncultured/environmental sample sequences
Optional

RecName: Full=Acetolactate synihase 1, chloroplastic; AltName: Full=Acetohydroxy-acid synthase 1: Flags: Precu...

Zea mays

RecName: Full=Acetolactate synthase 1, chloraplastic; AltName: Full=Acetohydroxy-acid synthase 1: Flags: Precu...

RecName: Full=Acefolactate synthase 2, chloroplasfic; AltName: Full=Acetohydroxy-acid synthase 2; Flags: Precu...

Oryza sativa Jap...

Zea mays

RecName: Full=Probable acetolactate synthase 2, chloroplestic; AltName: Full=Acetohydroxy-acid synthase 2; Fla..

RecName: Full=Acetolactate synthase 2, chloroplastic; AltName: Full=ALS II: AltName: Full=Acefohydroxy-acid sy...

.Oryza sativa Jap...

Nicotiana tabacum

RecName: Full=Acetolactate synthase 1, chloroplasfic; AltName: Full=ALS I, AltName: Full=Acetohydroxy-acid sy...

Nicotiana tabacum

RecName: Full=Acetolactate synthase 1, chloraplasfic; AltName: Full=ALS I; AltName: Full=Acefohydroxy-acid sy...

Brassica napus

RecName: Full=Acetolactate synthase 3, chloroplastic; AltName: Full=ALS Il AliName: Full=Acetohydroxy-acids...

Brassica napus

RecName: Full=Acetolactate synthase, chloroplastic; Short=AtALS; AltName: Full=Acefohydroxy-acid synthase; Al...

RecName: Full=Acetolactate synthase 2, chloraplasfic; AltName: Full=ALS II; AliName: Full=Acsfohydroxy-acid sy...

Arabidopsis thal...

Brassica napus

[:] RecName: Full=Acetolactate synthase large subunit; Short=AHAS; AltName: Full=Acetohydraxy-acid synthase lar...

Corynebacterium...

134

1

2

109

960

926

925

920

919

905

859
518

1095

960

926

925

920

905

859

7%

96%

97%

1%

91%

91%

100%

100%

91%

1%

93%

0.0

0.0

0.0

0.0

0.0

0.0

0.0

0.0

0.0

0.0

90.37%

92.95%

89.20%

62.04%

76.64%

76.28%

69.50%

69.94%

T4.51%

170.25%

1e-176 48.63%

638

644

638

663

664

667

655

652

670

637
626

P42463.1
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Species/Abbrv Ll b Bl sl sl * . ek (m W ¥
sp|Q41768, L|ILVEL MAIZ |Zeamays PRV RPGF 8 TARLFEPPATELL 1R LA
ep |O6K2EE, 1 |ILVEL ORYST lO0ryzasativalaponicaGroup PRVI 1P IARLPEPFPATELL i LN
sp 041766, 1|ILVE2 MAIZE |Zeamays PRV 1P TIARLPEPPATEFL 1P LR
gp [QTHEQE, 2| TLVEZ ORTST I0rveasativaJaponi caGroup IF 1F LN
sp|P0E114, 1| ILVEZ TOBAC |Nicotianatabacum VP 1BV LN
sp|POB343, 1|ILVEL TOBAC |Nicotianatabacum VP IBVASEL K
sp|P27218, 1 |ILVE] BRANA |Brassicanspus VB IPVASILN
ep [P27819, 1|ILVEZ BRANA |Brassicanapus VE IPVARTLN
9. ap|P17597. 1|ILVE ARATH|Arabidopsisthaliana VP IEVASTLA
10. #p|P14374. 1|ILVB2 BRAMA |Brassicanapus VP IPVASTFN
1P LN

11, AINTSE05, 1|Lolivm rigidum IFERI [ARLPEFF A
IPERI APH TLARLPEPPA 18 LN
IPERI ARN IARLPEFFA

12, AVEI3658. 1|Loliue multiflorus

13. ARQESET0, 1|Lolivm rigidum IR LN
52.60 | AIN75605.1|Lolium rigidurfE Erea =

100’ 1 ABQ85870.1|Lolium rigidum SirmEts

/5

Facd el ol il |l ool bl o
e e

e
o
i
RSERPGF
:
£PG

il B ol e el el ol sl
il ol il el . 0 ol sl

52-62 AVX33658.1|Lolium multiflorum e
100 sp|Q6K2E8.1|ILVB1 ORYSJ|OryzasativaJaponicaGroué@EE
. sp|Q41768.1|ILVB1 MAIZ|Zeamays EH5H
100 — sp|Q41769.1|ILVB2 MAIZE|Zeamays sz
sp|Q7XKQ8.2|ILVB2 ORYSJ|OryzasativaJaponicaGroup

1007 SPIP09114.1[ILVB2 TOBAC|Nicotianatabacum®=

- sp|P09342.1|ILVB1 TOBAC|Nicotianatabacum B
sp|P14874.1|ILVB2 BRANA|Bras§1ﬁ%n%pus
06| —— SPIP17597.1|ILVB ARATH|Arabidopsisthaliana

55-65 | sp|P27818.1|ILVB1 BRANA|Brassicanapus  gispimss
100I sp|P27819.1|ILVB3 BRANA|Brassicanapus
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N sidll=mapr AR RARANT £, R INBT6A Z FE TR FRAR,

ks T%'T_ FTEN

1EEE = 133.1 Da (1434 ..

o ST

foies WRAE Uias

GATAZ NGAG, AR MDA NE

S5ip dTah THB &0 #8)
ARy
BUH EMW £ I

]
1436 = 3WEHM)  [33% GC)

1390 1400 1410 1420 1430 1440 1450 1460 1470

attacgctgtggagcatagtgatttgttgttggcgtttggggtaaggtttgatgatcgtgtcacgggtaagcttgaggcttttgctagtagggctaa

@ (ALS2-293)_[ALS2..

Bsh: o« @

FLRT R

-

taatgcgacacctcgtatcactaaacaacaaccgcaaaccccattccaaactactagcacag tgcccattcgaactccgaaaacgatcatcccgatt

. L 360 . . . 365 . . 370 . . . 375 . . , 380 . . 385 . . .38

mk

L

put. mature peptide

B I «|[][»|attacgctgtggagcatagtgatttgttgttggcgtttggggtaaggtttgatgatigtgtcacgggtaagcttgaggettttgctagtagggctaa

¥ (ALS2-5)_[ALS2-F...

404 FHE
2kt 20 .. 277
68 F5EL
0 BOMARAT

¥ (ALS2-6)_[ALS2-F...
I
Bkt 21 .. 332
80 871

0 BROAGAT

-

—

ACIT AC G C[Cs TIAIG ATAWGGCIT G ACCIT GCIT GIEITITIG AT T TG G[CIG TIBAG G TT TG AT AIGE GICKs TIGIA CITIs GEAARATTICIS AGGC TT T TG CIAAGICAGE[TICICA A
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