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" China Rice Data Center THREEY ‘AR TR AN EN SRR ERL" — Sl iaAENRTE

BA  {fiRAA | EEE | SFEc | BELQTL | ONTOLOGY | KA RE | HALEH | XHHAE

« BIMER BEEH: 20245115208 6:40:00

£ EERYRRLES: FPRIR
BEE(E) B _ o L
regwlator of grain size; serine carboxypeplidase 26; grain size §

BEGS GS3: OsSCP26
EREeats |5 (BExE

GSS(AK106800. Li et al. 2011: IN256055/IN256056, Li et al. 2016)...
GSSEREI— T L SMMEE, EMBEAEFLA].

[seiE{k®EY)
GmMAREE AT (Lietal. 2011;: Xu et al. 2015) .

[EIS5iE]
GSSH{IFESRABEEFEMARMSOIFIRMS T4 28],

[ FiAE]
GSSEUBEAFTRE, EEXEREFREN. cSEEREEARTINRERAEE TIFFRHANRWNZF. 1. DRLIREED, FEafNR, GOIRENRERTBERENI-11cmiIghiR

g ; FEMEE, M ATPGHITEREE LA (Xuetal 2015).
[ E £ o e i1 )

— T EHPKENLE. RECENTHENREERER (Lietal 2011).

i EE BE : i & e GSSMIANTESlid HiB0sBAKI- T ER SR BEE LRRESHIE, 54
M| OsBAK 1- ﬁuﬂsmsmm 81, E"rrﬁﬁﬂ:tmﬁﬂj -r'iﬂsmsamﬁf‘ﬁ“rrﬁFEH*mEﬁf‘ﬁm (Xu et al. 2015) .

[{ExXERS]

contigsBe B P=H):  AP014961 wBAS92383
BEEESHIDS: IN256057—AFQ37082, IN256058—AEO3T083

cDNAsEHEFH: IN256055—AF037080, IN256056—AEQ37081, AK106800

SEHFHAMS: 050520158500 (RAP-DB, Phyto ABL BIAKIES) —— LOC_0s05g06660 (Fi, MSU-RGAP, BREBFERETEHES) ——1L0C4337873 (NCBI)
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BENERNPEHGSSHEIFER, TaGSS5HEIBEEEF ENEINLZEHAIFRPRIE,
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Y))) GSS5EHAREFILERT

tr|BBAYDS|BBAYDE_ORYS! MAVAAAAA - - - -AAARRRDVS [L] SMAATGG- -G D A 59
A splQSW727|SCP26 ORYS) - A V A A A - A A A RR 9 V E S M A T G G G G G D A 59 tr|BSAYDS|BSAYDS_ORYSI 100.00%] 98.96% | 98.96% T743% || 76.31% 7694% | 76.37% 7574% | 75.74% 76.16,‘ 76.16% | 76.16% 7616% | 76.16% | 76.16% | 76.37% | 76.16% | 76.37% 76.16% | 76.37% 76.37%
triG3KLGTIGIKLGT_ORYSI - -MAVAAA - - - -.AAARRRDVS SMAIATGG - -G D A 57 -
D i Lol ST A A A A L Q T C = Q — E Q Sw C c Y s A G Y D Q 65 -] IQ5W727|SCP26_ORYS) 98.96% |100.00%)100.00% | T673% | 76.26% 76.05% | 76.05% | 76.05% 7605% | 76.05% | 76.05% | 76.26% | 76.05% 76.05%
= s ¢
[ & trlAOAZK9YUPS|AOAZKSYUPS_PSAIU ATAAA LPQTQHKQQQL F| QSWRCYSAGY D Q 65
[ ¥ trlADAZKIYUQS|ADAZKIYUQS FPOAL ATAAA - -SQHKQRQRQ B E| QSWRCCSAIGY H R 63
e — ST tr|G3KLG7|G3KLG7_ORYSI 98.96% [100.00%] 100.00%| 7552% 7743% || 76.42% '6.63% | 76.84% | 76.37% 7574% | 75.74% | 76.16% | 76.16% | 76.16% | 75.95% | 76.16% | 76.16% | 76.16% | 76.37% | 76.16% | 76.37% 76.16% | 76.37% T637%
U » trlaoazksvUQslaoazksvURs EREDL - - - IMA - - - AAASOGKQRROL [E| QSWRCCSAGY D Q 59 b
[ ¥ trlADAZKSYUSE|AOAZKIYUSS SPOAL MAAAT - - -AAASQDKQRROL F! QSWRCCSAGY D R 62
[ © tr|ADAZK9YUFO|ADAZKSYUFO_THIEL MAAAA- - - AAASQDKQR T E QSWRCCSAGY D R 62 0 & tr/AGAZKIYURS|AOAZKSYURS_PSAIU 100.00%] 98.36% 93.18% 89% 92.72% 92:10% 92.10%
[ ¥ trlA0A2K9YUQ3IA0AZKIYUQS SPOAL AAAA- - -AAAS KQRRQL 1= QSWRCCSAIGY D Q 62
[ & trlAOAZKIYUPS|AOAZKIYUPS_THIEL AAAA- - -AAAS KQRRQL F QSWRCCSAIGY D Q 62 O HIADAZKIYUPSIAGAZKIVUPS PSAI 98.36% [100.00%| 92.98% 92.72% | 92.10% | 9252% | 9252 9293% 0272%
[J & tr|ADAZKSYUPS|ADAZKSYUPS_AEGTA ---MA---AAANQDKQRRQL F QSWRCCSA|GY D Q 59
IR oA snakn e o - Bl DD L = B EENEECEREN o Q ) EONERSISRR S ﬂaﬂﬁﬁ o ﬁaﬁﬁ-ﬁﬁﬁﬁﬁ@ﬁ i ﬁﬁ@
[ » triaoazksvuqojaoazksvuo WHEAT - - -MA - - - AAANQDKQ L F| QSWRCCSAGY D Q 59
EIBH1A0AKF VS iADRoK YUSPACCTA o - EEEY.V.Y. 4 = E S Lrrme g & =) e ﬁ i N - ---- i) ) i il i) i
[ & tr|ADA2KIYUT2|AOAZKSYUT2_AEGTS ---MA---AAA K N F QSWRCCSA|IGY D Q 59
trlADAZK9YURZ|ADAZKFYURT_AEGTA - - - - - - D () - = ” 5 trlADAZKOYUSSIADAZKIYUSE SPOAL T631% | 76.31% 93.18% 97.09% 100,00 98.14% | 98.14% | 96.67% | 96.05% | 96.47% | 96.47% | 96.88% | 96.88% 7.09% | 97.09% || 97.09% | 97.30%
O & ( A AAA K SWRCCSAGY D 59
[] ® tr|ADAIDSWVMB|AOATIDSWVIME WHEAT - - - A- - -AAANQDKAOQ | E QSWRCCSA|GY D Q 59
A B TR oo A - - AAANQDKG T E QSWF CSAGY D = 37 [ R TR ﬁﬂw.. 7
trlADAZKIYUROIAOAZKIYUROWHEAT - - -IMA - - - AAANQDKQ L F| QSWR SAGY D Q 59
AT YL HEAT R < - Z =En R SACY - - 20 e e ﬁﬁ il " - . i i
[ ¥ trlADA2KIYUC2|ADAZKIYUC2 TRIUA ---MA---AAA K N F QSWR SAGY D Q 59
C] 8 AV USAGA oY URS TR s A nin =L N E QSWE LM - N > O AR R T ﬁﬁ. i ﬁ
[ & tr|ADAZKSYUP7|ADAZKSYUP7 WHEAT ---MA- - -AAANQDKQ | F QSWR AGY D Q 59
[ ¥ tr|ADA2KIYURG|ADAZKIYURS_TRIUA ---MA---AAA K N F QSWR SAGY D Q 59 ]
e R AAORRRERGLTIALELIVIASORMRC A Yo seatAD SYERE 21 et e e e
] & tr|ADA346HWI2|ADA346HWIZ_ TRITI - - A- - -AAANQDKAOQ | 1= QSWR SAGY D Q 59
D T ADAIRETVGHG | ANA DR GICHWTIEAT, =" A — AAA L ( — — E st; SAGY D Q 59 0 & tr|ADAZKSYUQOIADAZKSYUQO_WHEAT TF5T4% T574% 96.47% 96.88% | 97.30% | 98.54% | 98.75% | 100.00% 99.58% | 99.58% | 99.58% | 99.38% | 97.09% | 97.51% | 97.30% | 97.51% | 97.51% | 97.71% | 97.71% | 97.71% | 97.71% | 97.71% | 97.92% | 97.30% | 97.30% | 97.51% | 97.30% | 97.09% | 97.30%
[ » tr|ADA2KSYUSDIADAZKSYUSO TRITU ---MA- - -AAANQDKQ B F QSWR SAGY D Q 59
D t[l KWUQ“IAOAZK?YUCM_TR”U - - A — AAA C — (C L w— E st L c h’S—A(5Y D Q 59 [ & tr/ADAZKIYUSA|ADAZKIYUSE AEGTA T5T74% T574% 96.67% || 96.47% || 96.26% | 96.88% | 97.30% | 98.54% | 98.75% | 99.17% | 100.00%] 99.58% | 99:58% | 99.58% | 99.38% | 97.09% | 97.51% | 97.30% | 97.51% | 97.51% | 97.71% | 97.71% | 97.71% | 97.71% | 97.71% | 97.92% | 97.30% | 97.30% | 97.51% | 97.30% | 97.09% | 97.30%
[ » tr|ADAZK9YUS1]ADAZKSYUS1 TRITU - --MA- - -AAA KQRRQL F QSWRCCSA|GY D Q 59
tr|ADA2KIYUE1|ADAZKSYUEL TRITU o oo S oo R R RCCIS
D k ‘ B A AAA — ( S— Q = E st — :(_:‘ AGY D Q 59 O & trlADAZKOYUT2|AOAZKIYUT2 AEGTS T6.16% | 76.05% 97.00% || 96.88% 97.30% | 97.71% | 98.96% 99.58% | 99.58% |100.00%{ 100.00%| 100.00%] 99.79% | 97.51% | 97.92% | 97.71% | 97.92% | 97.92% 98.13% | 98.13% | 98.13% | 98.34%
[ ™ tr|ADA346HWI3|AOA346HWIZ_ TRITI ---MA - - -AAASQDKRRR g | F QSW :L, CSAGY D E 59
D i Sl AU - A — AAA : : : ( : g - E Q Nw EE : AGY D Q o) [ & tr/ADAZKOYUR7Z |AQAZKSYURT_AEGTA 76.16% | 76.05% 93.75% | 97.09% || 96.88% || 96.67% | 97.30% | 97.71% 98.13% | 98.13% | 98.13% | 98.34% | 97.71% | 97.71% | 97.92% | 97.71% | 97.51% | 97.71%
[ » trlADAZKIYUNZ|ADAZKIYUNS_ AEGSP ---MA- - -AAASQDKAQ QL F. QNWRCCSA|GY D Q 59 i : -
- [ & tr/ADAIDSWVMB|ADAIDSWVMS WHEAT IS B/ 3 93.75% | 97.09% || 96.88% || 96.67% | 97.30% | 97.71% 13% | 98.13% | 96.13% | 98.13% || 98.34% | 97.71% | 97.71% | 97.92% | 97.71% | 97.51% | 97.71%
AOAZKSYURO:Signal N namtosune : ..ﬁﬁﬁ . -- . -----
AR AT aaﬁﬁﬁﬁ@ e M
tr|BBAYDS|BBAYDS_ORYS! YMG E ASPAPE 1 A RMA A 124
A splQ3W727|SCP26 ORYS) Y G E A S P A P E I A R A A 124 r/ADAZKIYURO|AOAZKSYURD WHEAT 76.16% | 76.05% 92.10% 96.88% | 97.09% | 97.51% | 97.30% | 97.30% | 96.67% | 97.09% | 97.09% | 97.51% | 97.51% | 97.51% | 97.30% |100.00%] 99.58% | 98.96% | 99.17% | 98.75% | 98.96% | 98.96% | 98.96% | 98.96% | 98.96% 98.13% | 98.13% | 98.34% | 97.30% | 97.51% | 97.71%
W N r|G3KLGTIGIKLGT_ORYSI YMG E ASPAPE | A RMA A 122
t[l KWURjI AT H T E SQ - Ps H V A R s G 128 tr|ADAZK9YUQB|ADAZKIYUQS_WHEAT 76.16% | 76.05% 93.96% | 97.09% || 97.30% || 97.09% | 97.92% | 97.71% | 97.71% | 97.09% | 97.51% | 97.51% | 97.92% | 97.92% | 97.92% | 97.71% | 99.58% [100.00%| 98.96% | 99.17% | 99.17% | 99.38% 99.38% | 99.38% | 99-38% | 99.56% | 98.13% | 98.13% | 98.34% | 97.71% | 97.51% | 97.71%
tr| ADAZKSYUPS|ADAZKSYUPS_PSAIU HVT E SQ- -PSH v A RVS G 128
"IADAZKSYUQG|AOAZKSYUQS SPOAL HVT E SQ--PSH v A GMS G 126
O trlAOAZKIYUC2|ADAZKIYUC2 TRIUA T6.16% | 76.05% 92.10% 96.88% || 96.67% | 96.88% | 97.09% | 97.51% | 97.51% | 96.88% | 97.30% | 97.30% | 97.71% | 97.71% | 97.71% | 97.51% | 98.96% | 98.96% [100.00%] 99.38% | 98.96% | 99.17% | 99.17% | 99.58% 99.38% | 97.51% | 97.51% | 97.. 97.09% | 97.30% | 9751%
A0AZKIYUQFIADAZKIYUQS_EREDI HVT E SQ--PSH v A RV S G 122
ADAZK9YUS6|ADAZKIYUSS_SPOAL HVT E SQ--PSH Vv A RMS G 125
[ 5 tr|ADAZKSYURS|AOAZKSYURS_TRITU T637% | 76.26% 97.09% || 96.88% || 97.09% | 97.30% | 97.71% | 97.7" 97.09% | 9751% | 97.51% | 97.92% | 97.925% | 97.92% | 97.71% | 99.17% | 99.17% | 99.38% |100.00%] 99.17% | 99.38% | 99.38% | 99.38% | 99.38% | 99.38% 97.71% | 97.71% | 97.92% | 97.30% | 97.51% | 97.71%
| ADAZKIYUFO|ADAZKSYUFO_THIEL HVT E =8 - -PSH LYl A RVS G 125 & : -
r| ADAZKIYUQ3|ADAZKIYUQ3_FPOAL HVT E SQ- -PSN LYl A RVS G 125 -
tr] KSYUPS|ADAZKSYUPS_ THIEL H T E SQ - PS H v A R S G 125 tr|ADAZKIYUP7|ADAZKIYUPT_WHEAT 76.16% | 76.05% 97.09% || 96.88% || 96.67% | 97.30% | 97.71% | 97.71% | 97.09% | 97.51% | 97.51% | 97.92% | 97.92% | 97.92% | 97.71% | 98.75% | 99.17% | 98.96% | 99.17% |100.00% | 99.38% | 99.38% | 99.38% | 99.79% | 99-79% | 99.56% | 97.30% | 97.30% | 97.51% | 97.30% | 97.09% | 97.30%
_] m tr|ADAZKSYUPS|ADAZKSYUPY AEGTA H T E SQ- -PSH Vv A R S G 122 1 J1 —~+ 1 ] | [ | ] +J 7/ +J ] ] ] ] — r— T — 1 — 1 — 1 1 — 1 — 1 —1 —1 —1 1
[] ® tr|ADAZKSYUSS|ADAZKSYUSS AEGTS HVT Q SQ- -SSH il A TMS G 122
[ ¥ trlA0A2K9YUQOIAOAZKFYUQD_ WHEAT HVT Q SQ--PSH A% A TMS G 122
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) RFELENLE

72— trlAGAZKOYUP7|A0A2KSYUP7 WHEAT
68 tr|AOA346HWI2|AOA346HWI2 TRITI

10 tr]AOA1DSVGK3|AOATDSVGK3 WHEAT
23 tr]ACA2ZK9YUSO|AOAZ2KSYUSO TRITU .
2 trAOA2K9YURB|AOA2KOYURS TRIUA BE e
45 tr]ACA2KOYUQS5|A0A2KIOYUQS TRIUA ~|— ) & TRIAOA346HWI2|AOA346HWI2 TRITI
— trlACA2K9YURS8|A0A2K9YURS TRITU ) 1 TRIADA2K9YUP7|AOA2KFYUP7_WHEAT
81 43 { trlAOAz KgYU02|AOA2 KgYUCZ TRl UA - TR|ADAZKIYURS|AOAZKIYURSE_TRIUA
57— tr/AOA2K9YUR9|A0A2K9YUR9 TRITU D Ao R AR AT
31 trAOA2K9YUQS|AOAZKIYUQS WHEAT | % TRIADAZK9YUR9|AOAZKIYURS TRITU
72— tr|AOA2K9YURO|AOAZKOYURO WHEAT L ) i TRIADA2K9YUC2|AOA2KIYUC2_TRIUA
tr]AOAZK9YUP9|ACA2KIYUP9 AEGTA 1 ) TRIADAZKIYUQB|AOAZKIYUQS WHEAT
99 tl’|AOA2 K9YU89|AOA2 KOYUS9 AEGTS J 7 TR|ADA2K9YURO|AOA2KSYURO_WHEAT
L riAOAIDSWWNBAATDSWVNS WHERT | 1~ e
80 trACAZKOYUR7|AOAZKOYUR7 AEGTA 4 TRIADALDSWVME|AOAIDSWYMS WHEAT
79 63 tr]ACA2KOYUTZ2|AOA2KOYUT2 AEGTS ) & TRIADA2K9YUR7|ADA2KIYURT_AEGTA
50 tr]AOAZKOYUS2|ACA2KIOYUS2 AEGTS ) 5 TRIAOA2KSYUT2|AOA2KIYUT2_AEGTS
39 tr|AOA2 KQYUQO|AOA2 KgYUQO WH EAT - TRIADA2K9YUS2|AOA2KSYUS2_AEGTS
51— tr|JAOA2K9YUS4|AOA2K9YUS4 AEGTA o S g
64 trfAOAZK9YUE1|AOAZK9YUE1 TRITU o : TRIAOAZK9YUQ4|AOAZKIYUQA TRITU
69 %‘—E tr]AOA2KOYUS1]A0A2KSYUS1 TRITU ) & TRIADA2K9YUE1|AOAZK9YUE1_TRITU
ﬁﬁ 57?, =|§5 = I_a E Eg ] trAOA2K9YUQ4|A0A2KOYUQ4 TRITU ) 5 TRIAOA2K9YUS1|AOA2K9YUS1 TRITU
ST~ 68 tr|AOA346HWI3|A0OA346HWI3 TRITI ) & TRIADA346HWI3|AOA346HWI3 TRITI
ﬁE trAOA2K9YUN9|AOA2KIYUN9 AEGSP AR TR AEcon
94 100 — tr]AOAZK9YUR4|AOA2K9YUR4 AEGSP - | & TRIADA2K9YUPS|AOAZK9YUPS_THIEL
tr]AOA2KQYUP3|A0A2KSYUPS THIEL ] = TRIADA2K9YUQ3|AOA2KIYUQ3 SPOAL
r- yu ﬁ *ﬁ 63 trlAOAZK9YUQ3|A0A2KOYUQ3 9POAL | TRIADAZK9YUS6|AOAZKIYUSS 9POAL
¥ 74 #_E tr]ACA2K9YUFO|AOAZK9YUFO THIEL )& TRIADAZKIYUFO|AOAZKIYUFO_THIEL
92— tr|JAOA2K9YUS6|AOA2KIYUSE 9POAL T AT SOnL
tr]AGA2K9YUQS|A0AZ2K9YUQ9 EREDI | & TRIADA2KIYUP6/AOAZKIYUPG_ PSAIU
tr|AOA2K9YUQB|AOA2KIYUQE 9POAL — | TRIACAZKIYURSIAOAZKIYURS PSAIU
— tr|AOA2K9YUPG|ACA2KOYUP6 PSAJU T )11 TRIBBAYDS|BBAYDS_ORYS|
EBEEES 100 — tr[AOA2K9YURS5|A0A2K9YUR5 PSAJU [[ | TRIGIKLG7|GIKLGT_ORYSI
- trl BsAY D6| B 8AYD6 ORYS | | % SP|Q5W727|SCP26_ORYS)

100{ sp|Q3W727|SCP26 ORYSJ
91— tr|G3KLG7|G3KLG7 ORYSI

FEREETR MEGA12 B4 (N))ME UniProtfdZ KA A a1

RGeS RE GSS5EREFMEZRINHAEIERSERT!
IKIEFFIIRIIRESZ, SINEFESRRRIT




2)) DIERER pl. Mw, SEBRARL. &
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Number of amino acids: 448 Total number of negatively charged residues (Asp + Glu): 44
Theoretical pI: 8.28 Total number of positively charged residues (Arg + Lys): 50

: - 50599
Molecular weight: 50592.11 Atomic composition:

Carbon C 2463
Amino acid composition: [CSV format Hydrogen H 3722
Ala (A) 32 7.1% Nitrogen N 656
Arg (R) 20 4. 5% ooeen 0 105
Asn () 26 5. 8% Sultur S 14
AS:D (D) 22 ”y 6%,) Formula: Coyq3H3720Ne560705514
(C}\ls ECCJ; 2‘ ‘11 6: Total number of atoms: 7560
1 7%
o =] o
ﬁﬁ"b = 515 E Eg Glu (E) 18 4. 0% Extinction coefficients:
Gly (G) 37 8.3% Extinction coefficients are in units of M! em™, at 280 nm measured in water.
His (H) 8 1. 8% Ext. coefficient 105700
Ile (I) 19 4. 9% Abs 0.1% (=1 g/1) 1.948, assuming all pairs of Cys residues form cystines
51 93 thr s 5
Lys<R)—20 E_E::I
Met (M) 4 0.9% Ext. coefficient 105200
EE&'IE&Q*E 5?’; EIP;; 3‘11 Z "712: Abs 0.1% (=1 g/1) 1.939, assuming all Cys residues are reduced
Ser (S) 35 7.8% Estimated half-life:
Thr (T) 15 3. 3% The N-terminal of the sequence considered is M (Met).
Eaﬁgﬁm%ﬁiﬂu Trp (W) 10 2.2% The estimated half-life is: 30 hours (mammaliar‘l re’FiculGC}-‘tes, in vitro).
Tyr (Y) 30 6. T% >20 hours (yeast, in vivo).
\";11 V) 31 6. 9% >10 hours (Escherichia coli, in vivo).
Pyl (0) 0 0. 0% iso s ;
. ? Instability index:
= t ,‘
ﬁﬁ&l’gﬁ‘eg&é Sec () 0 0. 0% The instability index (II) is computed to be 37.88
This classifies the protein as stable.
B 0 0. 0%
Z) o0 0. 0% Aliphatic index: 80. 10

L)

X) 0 0. 0% Grand average of hydropathicity (GRAVY):-0.29
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ProtScale output for userc.equence
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>)) SHENEBIREMESIAS

# AUW37688.1 Length: 481

# AUW37688.1 Number of predicted TMHs: O

# AUW37688.1 Exp number of AAs in TMHs: 4. 36883999999999
# AUW37688.1 Exp number, first 60 AAs: 4,19423

# AUW37688.1 Total prob of N—in: 0. 24653
AUW37688. 1 TMHMMZ. 0 outside 1 481

TMHMM posterior probabilities for AUW37688.1

1.2
1 ¢
5 53 4R 0.8 |
Z
e
EE R RS § 08¢
5
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A R AR
- 0.2 | |
HREICSEE "m
[] F— AR

50 100 150 200 250 300 350 400 450
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AUW37688.1 serine carboxypeptidase-like
33 _Triticum aestivum_

Prediction: Signal Peptide (Sec/SPI) Protein

Cleavage site between pos. 33 and 34. type Other

Probability 0.849979

Likelihood 0.0027

TAT
Lipoprotein TAT Lipoprotein Pilin-like
Signal signal signal signal signal
Peptide peptide peptide peptide peptide
(Sec/SPI) (Sec/SPII) (Tat/SP1)  (Tat/SPII) (Sec/SPIII)
0.9954 0.0013 0.0002 0.0002 0.0002

Download: PNG / EPS [ Tabular

SignalP 6.0 prediction: AUW37688.1 serine carboxypeptidase-like 33 _Triticum aestivum_
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GPS 6.0 - Kinase-specific Phosphorylation Site Prediction:
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