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(REBO<20MHESHHENISNAE)  §
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RiF: 285-90% =
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Hes% FPKMENfaIfZR AR PRI RERS

1. BERERR KERENFR SR THRES R ER, Eﬂﬁiﬁﬁzﬁﬁﬁmlﬁ, Bt RUBEKE (STHEE)
HIReadstb &%, XSG KERFASE Bt RIERIE R,

2. BENEREARR HAANT 5T H5%Reads, HABNT 1175, BHRETAERAIRead Counts BLLEEEIReadsE (BEHHXR)

KR BERARIMRIE, BRsgnECRIERNFER L,
3. BIR'F|EFE" HTENE N ERESEIRABFELSZALLN, MAREN . "BRAR XM, AEsETE— 1 EERReads
HEE.

LOC101253982 0.601569 0.687597 0.701076 0.984753 1.03443 0.990941 0.83254 0.892721 0.873355
LOC101252661 2.68892  3.12646 3.08044 3.41439 3.72397 4.02982 3.72795  3.89651 3.4615
LOC101248129 0 0 0 0 0 0 0 0 0
CDPK2 23.05013 22.2915 22.86650 22.9831 22.8783 21.9034 21.3394 21.6173 22.1006
LOC101252662 9.87850 9.80484 9.78563 7.66134 8.90611 10.0994 10.5118 8.98095 9.93848
LOC101251341 8.33498 9.48986 8.45228 8.16345 8.33637 8.954229 7.02945 6.47631 6.53224
LOC101253983 21.0142 21.838 20,1207 19.1483 20.6016 18.8203 24.0812 24,9448 22. 2606
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}sucapKzrgau SHESF (TBtoolsSCH)

Output Stat Info

Total_Len: 58957

Total_Seq_Num : 1
Total_N_Counts: 0
Total_LowCase_Counts: 0
Total_GC_content: 0.37
Minimum Len:5957

Maximum Len: 5957

Mean Len: 5,957
Median Len: 5,957
N50: 5957
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A B C E F G
Sequence ID Number of Amino Acid Molecular Weight Theoretical pl Instability Index Aliphatic Index Grand Average of Hydropathicity
NP_001234784.1 581 64602 41 554 35.82 78.33 -0.407
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PRI KR 5957 bp FE1EYCDPKEREHENK EEE
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FHA (pl) 5.54 IRrEA BRI ME (BRIE/MRE

[X15)
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Nicotiana 100, 0%

1
2 Oryza G5, T%
3 Solanum 04. 5%
4 Arabidopsi= Qg. 8%
consensus/ 100%
conzensus/ 90%
consensus/ 30%
consensus/ 70%
cov
1 Nicotiana 100. 0%
2 Oryza G5, T%
3 Solanum 04, 5%
4 Arabidopsis Qg. 8%
consensus/ 100%
consensus/ 90%
consensus/ 80%
consensus/ T0%
cov
1 Nicotiana 100. 0%
2 Oryza Q5. T%
3 Solanum 94, 5%
4 Arabidopsi=s Qg. 8%
conzenszus/ 100%
consensus/ 90%
conzensus/ 20%
consenszus/ T0%
cov
1 Nicotiana 100. 0%
2 Oryza QE. T%
3 Solanum 94, 5%
4 Arabidopsis 48, 8%
conzenszus/ 100%
conzensus/ 90%
consensus/ 80%
conzensus/ T0%
cov
1 Nicotiana 100, 0%
2 Oryza Q5. T%
3 Solanum 94, 5%
4 Arabidopsi= Q8. 8%
consensus/ 100%
consensus/ 90%
consensus/ 80%
conzenszus/ T0%
cov
1 Nicotiana 100, 0%
2 Oryza Q6. T%
3 Solanum 04, 5%
4 Arabidopsis Gg. 8%
consensus/ 100%
conzensus/ 90%
conzensus/ 80%
conzenszus/ T0%

pid 401
100. 0%
Gd. B%
68, 2%
B1. 3%

pid 481
100. 0%
64. 9%
68, 2%
51, 3%

pid 561
100. 0%
fi4. 9%
g, 2%
51, 3%

pid 641
100. 0%
fid. 9%
68. 2%
B1. 3%

pid 721
100. 0%
Gd. 9%
6. 2%
E1. 3%
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Number of amino acids: 5

Theoretical pI: 5.54

Molecular weight: 64602. 41

Amino acid composition: | CSV format

6.
. 8%

Ala
Arg
Asn
Asp
Cys
Gln
Glu
Gly
His
Ile
Leu
Lvs
Met
Phe
Pro
Ser
Thr
Trp
Tyr
Val
Pyl
Sec

(B)
(2)
(X)

Total number of negatively charged residues (Asp + Glu): 92
Total number of positively charged residues (Arg + Lys): 76

A 42 A& A 48 5 B 4T

(A)
(R)
)
(D)
(©
@
(E)
©)
(H)
(D)
(L)
(K)
()
(F)
(P)
(s)
(T)
(W)
(Y)
W)
(0)
(0

40
28
15
44

7
20
43
49
15
27
43
48
18
28
23
39
23

)
12
49

0

0

0.
0.
0.

O 00D O oW O o e L0 00 =0 W D 00 00 O =1 DD W

9%

6%
6%
2%
4%
3%
4%
6%
6%
4%
3%
1%
8%
0%
%
0%
9%
1%
4%
0%
0%

0%
0%
0%

T G e 63 ML
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Atomic composition:

Carbon C 2855
Hydrogen H 4507
Nitrogen N 783
Oxygen 0 875
Sulfur S 25

Formula: CogssHaso7N7a30875525
Total number of atoms: 9045

Extinction coefficients:

Extinction coefficients are in units of M7 cml, at 280 nm measured in water.

Ext. coefficient 45755
Abs 0.1% (=1 g/1) 0.708, assuming all pairs of Cys residues form cystines

Ext. coefficient 45380
Abs 0.1% (=1 g/1) 0.702, assuming all Cys residues are reduced

Estimated half—-1life:

The N-terminal of the sequence considered is M (Met).

The estimated half-life is: 30 hours (mammalian reticulocytes, in vitro).
>20 hours (yeast, in vivo).
»10 hours (Escherichia ceoli, in vivo).

Instability index:
The instability index (II) is computed to be 35.82
This classifies the protein as stable.

Aliphatic index: 78. 33
Grand average of hydropathicity (GRAVY) :—0.407 %
23 I
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P kit

ProtScale output for user;equence

Hydropath. / Kyte Doolittle

CDPK2 EFKMHER

Score
o

0 100 200 300 400 500
Position
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UniProt Annotation

GO Annotation by Sl
0123 2=l v il
9 cytoplasm 2 ‘ Source:GO_Central |
membraneZ | Source:UniProtkKB-KW |
— _— Q nucleusz (¥ Source:GO_Central gmaﬂjﬁ . gmﬂﬂ*z
// . __“""--—»A,-_\\\\
py 7 o e Complete GO annotation on QuickGO 2

53K S
L\ | FCDPK2AEE
W\ R e /, ARSI RN R
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Domains % Settings @ Help S TKc &f3lsf: CDPK
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® Information aes Architecture %, Interactions *." Pathways

ADA3QTEN99
RBOH1
ADA3QTHTED
ADA3QTHCS3 LeCDPK2
Wi
ADA3GTGKNT

ADAIQTGPUG

O fE A& A8 5 B AT

ACS2

0 Orthology

ADAIQTHIE2

ADAJQTEHIT

ﬂ"@@;&é{m@ 3
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RBOH1: CDPK2 BJge&5pha
IMRIFRAY ROS (521818

AC S2: CDPK2 nJgi& 5=
58 (OkF) AYEE

B27 W



} KEGG $4F

KEGG orthologous groups
KO Name

K13412 2 CPK

KEGG pathways
Pathway
map05145 #

map04626 Z

O fE A& A8 5 B AT

Description

calcium-dependent protein kinase [EC:2

Description

oxoplasmosis

Plant-pa

th

ogen

interaction

7.11.1]
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