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Nature Reviews | Genetics

Gene expression regulation mediated through reversible meA RNA methylation. Nature Reviews Genetics 2014
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http://www.nature.com/cr/journal/v21/n9/full/cr2011124a.html
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(Epigenetics mechanisms of
honeybees: secrets of Royal Jelly)
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UHRF1

Arabidopsis thaliana (mouse-ear cress)

Neurospora crassa (bread mold)
Ascobolus immersus (mold)
Saccharomyces cerevisiae (baker's yeast)

Schizosaccharomyces pombe (fission yeast)

Phycomyces blakesleeanus (pin mold)
Gallus gallus (chicken)

Anolis carolinensis (green anole)

— Homo sapiens (human)

Mus musculus (mouse)

Xenopus laevis (African clawed frog)
— Fuqu rubripes (Japanese pufferfish)
— Danio rerio (zebrafish)

— Apis mellifera (honey bee)

— Drosophila melanogaster (fruit fly)
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Caenorhabditis elegans (worm)

The UHRF protein family in epigenetics, development, and
carcinogenesis." Proceedings of the Japan Academy 2022

UHRF2

homologue homologue
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Superfanilies Ubli_cu Nsp3_N-like | ™ ‘ /BAH superfa SAD_SRA superfamily RING_Ubox superfami

:PHIJ_SF superf

UHRF1
NP 001229385.1 (SZEkER) 737AA UHRF1 of Apis mellifera( NCBI Conserved Domain Search)

NP_001229385.2 (nchi_new) 738AA

FFsmartpuS B ZREMIEhmmiER, XI5
phd1 PF00628.hmm.gz

phd2 PF13831.hmm.gz
RING_PFO0097.hmm.gz

SRA domainPF02182.hmm.gz
ubg_PF00240.hmm.gz


https://www.ncbi.nlm.nih.gov/Structure/cdd/wrpsb.cgi
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Name
NP_001229385.2

XP_016769004
XP_395348

XP_016771723
NP_001229385
XP_026301521
XP_026301524
XP_026301515
XP_026301523
XP_026301514
XP_026301526
XP_026301519
XP_026301532

p-value
2.13e-3

6.09e-115
6.09e-115
7.90e-10
2.12e-3
3.11e-170
3.11e-170
3.11e-170
3.11e-170
3.11e-170
3.11e-170
3.11e-170
3.11e-170
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Motif Symbol Motif Consensus
1. I NVICDVCRSPDSEEGNEMVECDCCNICVHQACYGITSIPDGSWLCRTCSL
2. ] CVLCPNKGGAMKCTRSGQKWAHVSCALWIPEVSIGCVERMEPITKISSIP
3. [ GACIQCSIKTCKTAYHVTCAFKYGLEMKAIIEDEMADD
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Dufourea novaeangliae™ s

Bombus vosnhesenskii

Eufriesea mexicana

97
96
88
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40
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94
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43
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25
43

Apis mellifera ﬂm Apis cerana
AN

Camponotus floridanus
Lasius niger

Ooceraea biroi
Dinoponera quadriceps
Harpegnathos saltator
Odynerus spinipes
Vespula pensylvanica
Vespula vulgaris
Vespula germanica
Heterotrigona itama
Frieseomelitta varia
Melipona bicolor
Melipona quadrifasciata
Habropoda laboriosa
Dufourea novaeangliae
Apis mellifera

Apis cerana cerana
Bombus vosnesenskii

Eufriesea mexicana
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