FE G de &0 3 15

CHINESE ACADEMY OF AGRICULTURAL SCIENCES

Analysis of Key Gene ZFPM1 Related to Abdominal
Fat Traits in Chicken
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415835, fA{ET115 4tk b,
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Part one: Tt 715 ==
3. AnimalTFDB Chttps://guolab.wchscu.cn/AnimalTFDB4//#/)
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Gallus gallus Family: zf-C2H2 Gene: ENSGALG00000049065( ZFPM1 )

Basic information Transcripts

Ensembl ID ENSGALG00000049065

Transcript ID Name Transcripts Length Protein ID Protein Length UniProtKB ID
GeneID 415835
Gene Symbol ZFPM1 ENSGALT00000095458 ZFPM1-202 2808 ENSGALP00000069658 935 ADA3Q2U634
Full Name zinc finger protein, FOG family member 1

ENSGALT00000098864 ZFPM1-201 3926 ENSGALPO0000068173 1079 ADA3Q2U0U1

Strand forward
Gene Length 29281

Position 11: 18340542-18369822

- REEXRFE: fFEEntrezID. HGNC ID. RFFF5. HRAID. BRERABHK. R AKE. &
sk ARefseq ID. FHHID. HHRefseq ID. UniProt IDAIJE K282
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Part two: iA 7 Hfr-BgeeZi#a & ( https://www.bgee.org/ )
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18 genes D species
108395463 ZFPM1 Bos taurus
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Part two: Z ik 73 #fr-UniProtZ#z %= ( https://www.uniprot.org/)
® X LIiRSFhFH 5A83EAT Alignment, KIS 5 HARSFYIFH KA B2 7E 60% 45 4

Percent Identity Matrix

(R Va7 :AV ) e &Aoo o el et s [ [0l G 100.00%:) 60.57% | 61.51% | 60.86% | 61.67% a
[ % sp|035615|FOG1_MOUSE 60.57% 1100.00%] 76.93% | 75.05% |} 72.16% | 68.78%
==
/N BR
O 55P|QBI){D?|FDG1_HUMAN 61.51% | 76.93% 1100.00%) 94.42% § 78.53% | 75.66%
] © tr|AOASF8A5Z2|AOASFBASZ2 MACMU 75.05% § 94.42% 1100.00% ) 77.94% | 75.22%
/—, 1.
WA
[ © tr|[FIN6TO|FIN6TO_BOVIN 61.67% | 72.16% | 78.53% | 77.94% J100.00%:] 81.67%
O tr|AﬂMB?EDB6|ADAEB?EDBE}_PIG 59.11% | 68.78% | 75.66% | 75.22% § 81.67% |100.00%
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Part three: & H B /E-IntActZ 3B EE (https://www.ebi.ac.uk/intact)
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Part three: 85 H./E-STRING%i#E % (https://string-db.org) ;
RiES (https://www.r-project.org/)
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