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Functional and structural analysis of circadian protein PERIOD in
Drosophila melanogaster
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PO/7663 (PER_DROME)

A\, BLAST = Align &1 Format @ Add to basket @® History

Proteinl Period circadian protein

Gene Pe€er

Organism | Drosophila melanogaster (Fruit fly)

[
Status I 'h Reviewed - Annotation score: @@@@®@® - Experimental evidence at protein level®

PTM/ Processing

Molecule processing

Feature key ) Description Actions | Graphical view

Chain’ (PRO_00001625%) 1 - 1224 Period circadian protein dradd % eLasT I 104
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Nucleus
@ Nucleus @

Other locations
® perinuclear region @
Note: Nuclear at specific periods of the day. First accumulates in the
perinuclear region about one hour before translocation into the nucleus.
Interaction with Tim is required for nuclear localization.
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PAS{R SF 45441 % I 5 EE X

Max Total Query E Per.  Acc.

Desciption Soientife Name Score Score Cover value Ident Len

v v v v v v

period circadian protein [Scaptodrosophila lebanonensis] Scaptodrosophila lebanonensis 285 285 100% 2e-87 95.59% 1028
period circadian protein isoform X2 [Zeugodacus cucurbitae] Zeugodacus cucurbitae 276 276 100% 1e-84 92.65% 1001
period circadian protein [Bactrocera tryoni] Bactrocera tryoni 276 276 100% 3e-84 92.65% 1035
period circadian protein [Bactrocera dorsalis] Bactrocera dorsalis 216 276 100% 3e-84 92.65% 1035
period circadian protein [Zeugodacus cucurbitae] Zeugodacus cucurbitae 276 276 100% 3e-84 92.65% 1034
period circadian protein isoform X1 [Zeugodacus cucurbitae] Zeugodacus cucurbitae 2716 276 100% 3e-84 92.65% 1034
period protein [Bactrocera neohumeralis| Bactrocera neohumeralis 216 276 100% 3e-84 92.65% 1035
period circadian protein [Bactrocera oleag] Bactrocera oleae 276 276 100% 3e-84 92.65% 1034
period [Zaprionus indianus] Zaprionus indianus 270 270 100% 9e-84 91.18% 775
PREDICTED: period circadian protein [Bactrocera latifrons] Bactrocera latifrons 215 215 100% 1e-83 92.65% 1035
PERIOD [Anastrepha grandis] Anastrepha grandis 261 261 100% 4e-83 91.18% 472
PERIOD [Anastrepha fraterculus] Anastrepha fraterculus 261 261 100% 4e-83 91.18% 472
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P07663 (PER_DROME) Drosophila melanogaster (Fruit fly)
Period circadian protein  uniProtkB InterProt STRING®

1224 aa; Sequence (Fasta) [i; (Isoform 2; Isoform 3; Isoform 4; Isoform 5; Isoform 6; )

X-ray Diffraction, 3.15A

P07663 e,
(X-RAY) hom 1WA9 "Crystal Structure of the PAS
1wa9; 235-575; homo-2-mer repeat region of the Drosophila clock
KRAY) e— protein PERIOD" 4
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