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y fm PlantRegMap/PlantTFDB v5.0
lantTFDE  plant Transcription Factor Database

Home TFext BLAST Prediction Download Help About Links PlantRegMap (e.g., LFY)

Note: A Y .
¢ The new version PlantTFDB 5.0 has been incorporated into PlantRegMap. I)(—)Slﬁljjéﬁ.
index.html } index.php

Browse by Species
open all | close all
Taxonomic Group (165 species) (G)-species with genome sequence
Chlorophytae (16 species)
Charophyta (1 species)

#

#

#- Marchantiophyta (1 species) PAN <3S
#- Bryophyta (2 species) \I\jJ I?IE . s
@ Lycopodiophyta (1 species) ;XIJJ'_'L\, . E.L/ETJ *Dﬁ\*ﬁﬂﬁ%

[+

Coniferophyta (5 species)

Basal Magnoliophyta (1 species)

Monocots (38 species)

#- Eudicots (100 species)

Quick links: Arabidopsis thaliana, Glycine max, Oryza sativa, Populus trichocarpa, Solanum lycopersicum, Zea mays
Couldn't find the species interested? Please try the extended TF repertoires or identify TFs by the prediction server.

Browse by Family

[+

[+

AP2 (4461) ARF (4578) ARR-B (2354) B3 (10609) BBR-BPC (1256)
BES1 (1549) C2H2 (17740) C3H (9693) CAMTA (1343) CO-like (2125)
CPP (1612) DBB (1651) Dof (5655) E2F/DP (1781) EIL (1234)
ERF (21129) FAR1 (7527) G2-like (9874) GATA (5335) GRAS (9304)
GRF (1876) GeBP (1564) HB-PHD (477) HB-other (2277) HD-ZIP (8602)
HRT-like (249) HSF (4574) LBD (7216) LFY (253) LSD (957)
M-type_MADS (7541) MIKC_MADS (6918) | MYB (22032) MYB_related (15369) | NAC (19997)
NF-X1 (403) NF-YA (2461) NF-YB (3099) NF-YC (2446) NZZ/SPL (109)
Nin-like (2766) RAV (690) S1Fa-like (359) SAP (164) SBP (4168)
SRS (1327) STAT (214) TALE (4433) TCP (4187) Trihelix (6256)
VOZ (635) WOX (2358) WRKY (14549) Whirly (530) YABBY (1719)
ZF-HD (2589) bHLH (28698) bZIP (15498)

https://planttfdb.gao-lab.org/



fOOQ\‘ PlantRegMap/PlantTFDB v5.0
PlantTFDE  plant Transcription Factor Database

Home TFext BLAST Prediction Download Help About Links PlantRegMap | || Search| (e.g., LFY)

Note:
e The new version PlantTFDB 5.0 has been incorporated into PlantRegMap.

Browse by Species
open all | close all
Taxonomic Group (165 species) (G)-species with genome sequence
Chlorophytae (16 species)
Charophyta (1 species)
Marchantiophyta (1 species)
Bryophyta (2 species)
Lycopodiophyta (1 species)
Coniferophyta (5 species)
Basal Magnoliophyta (1 species)
Monocots (38 species)

Eudicots (100 species)
Quick links: Arabidopsis thaliana, Glycine max, Oryza sativa, Populus trichocarpa, Solanum lycopersicum, Zea mays
Couldn't find the species interested? Please try the extended TF repertoires or identify TFs by the prediction server.
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5 planttfdb.gao-lab.org/tf.php?sp=Ath&did=AT5G61850.1 PA¢

PlantRegMap/PlantTFDB v5.0
Plant Transcription Factor Database

Home TFext BLAST Prediction Download Help About Links PlantRegMap | | | search| (e.g., LFY)

Transcription Factor Information

Basic Information | Signature Domain | Sequence | Protein Features | 3D Structure | Gene Ontology | Plant
Ontology | Expression | Function | Binding Motif | Cis-element | Regulation | Interaction | Phenotype | Orthologous

Basic Information

TF ID

Common Name
Organism
Taxonomic ID

Taxonomic Lineage

Family
Protein Properties
Description

Gene Model

Group | Publication

Back to Top
AT5G61850.1

LFY, LFY3, MAC9.18

Arabidopsis thaliana

3702

cellular organisms; Eukaryota; Viridiplantae; Streptophyta; Streptophytina; Embryophyta;
Tracheophyta; Euphyllophyta; Spermatophyta; Magnoliophyta; Mesangiospermae;
eudicotyledons; Gunneridae; Pentapetalae; rosids; malvids; Brassicales; Brassicaceae;
Camelineae; Arabidopsis

LFY

Length: 420aa MW: 46582.3 Da PI: 7.1121

floral meristem identity control protein LEAFY (LFY)

Gene Model ID Type Source Coding Sequence
AT5G61850.1 genome TAIR View CDS

URL: https://planttfdb.gao-lab.org/tf.php?sp=Ath&did=AT5G61850.1
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FAFP3zH: FXE(form)

<form action="search_result.php" method="post"> ‘

<input type="text" name="input" id="input"><br><br>

<input type="submit" value="Submit">

</form>

7. 3] https://www.w3schools.com/Html/tryit.asp?filename=tryhtml_form_text

FEERNE: https://www.w3schools.com/Html/html_forms.asp



UGB SR

o GET &afeiAsE. VPEaE (MEREW), HIUErA A,
o POST EEEMAEHENHRER (WHFPER. BRRESF),

$id =$_GET[‘TF_ID’];

$id = $_POST[’ input’];

https://planttfdb.gao-lab.org/tf.php?sp=Ath&did=AT5G61850.1

<form action="search_result.php" method="post">
<input type="text" name="input" id="input"><br><br>
<input type="submit" value="Submit">

</form>




el GRS

<?php
11 284
$host = ‘localhost’; /15 EE R 5525 1P
$user =‘username’; /I FB P44
$passwd = ‘password’; /12555,
$db =‘database’; /1 2 22 R
/1 BB E U
$conn = mysqli_connect($host, $user, $passwd, $db);
| BRI 2 B T
|f (!$conn){
die('Connection failed: ' . mysqli_connect_error());
}
/1 RIAECE R

mysqgli_close($conn);
2>



SIEEFEIOER

<?php
$TF ID =$_GET['TF_ID]; // 3XEX GET 153K HY TF ID 2§

$sql="SELECT * FROM Ath_TF_list WHERE TF_ID ='$TF_ID’"; // 6/ SQL ZifiEG

$result = mysqli_query($conn, $sql); // H11TE1E

7>

5. https://planttfdb.gao-lab.org/download/TF_list/Ath TF list.txt.gz
A% Ath_TF_list

TF_ ID Gene_ID Family
AT3G25730.1 AT3G25730 RAV
AT1G68840.1 AT1G68840 RAV
AT1G68840.2 AT1G68840 RAV

FERFANMEIETFGLESQLIEN:  https://www.php.net/manual/en/mysgli.prepare.php


https://planttfdb.gao-lab.org/download/TF_list/Ath_TF_list.txt.gz

MERERET

<?php
/I BB LN
if (!$result) {
die('Query error: ' . mysqli_error($conn));
}
/B RER D
elseif (mysqgli_num_rows($result) == 0) {
die('Invalid ID');
}
/1 AR BRI B EE
else {
/1 SRk

echo '<tr><th>TF ID</th><th>Family</th></tr>';

/1 @B EER A

while ($row = mysqli_fetch_assoc($result)) {
echo '<tr>;
echo '<td>'. $row[TF_ID'] . '</td>";
echo '<td>'. $row['Family'] . '</td>";
echo '</tr>';

}

}

2>
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Input protein or nucleic acid sequences in FASTA format (Max file size: 75SM):

Or load it from disk: ‘ Choose File ] No file chosen

Link: (J Best hit in Arabidopsis thaliana

‘ Reset ’ | Prediction ’




MINSERAZ AL

<form action="prediction_result.php?task_id=<?php echo($task_id); ?>" method="post" enctype="multipart/form-data">
Input protein or nucleic acid sequences in FASTA format (Max file size: 75M):<br>
<textarea id="input_seq" name="input_seq" rows="10" cols="100"></textarea><br><br> <!-- Ej A\ }E -->

Or load it from disk:
<input type="file" id="input_file" name="input_file" size="20"/><br><br> <!-- F{E3{4 -->

Link:
<input type="checkbox" name="best1_ath" id="best1_ath"/> <!-- E15%}E -->
<label for="best1_ath">Best hit in <i>Arabidopsis thaliana</i></label><br><br>

<input type="reset" name="reset" value="Reset" /> <!-- B =% -->

&nbsp;&nbsp;&nbsp;&nbsp;

<input type="button" name="prediction" id="submit_button" value="Prediction" onclick="check()" /> <!-- 12321%H -->
</form>
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11TE X B BENFRTERRIRREN
function create_random($length) {
$chars = 'abcdefghijklmnopqgrstuvwxyzABCDEFGHIJKLMNOPQRSTUVWXYZ0123456789'; /== 5=
$id=";
for ($i = 0; $i < $length; $i++) {
$id .= $chars[rand(0, strlen($chars) - 1)]; // NFFFEEHEEIEZEF R
}

return $id;

}

$task_id = create_random(10);



EESESERELE

<?php

$tmp_name =$_GET['task_id'];

$tmp_path = "TF_prediction/tmp/" . $tmp_name;
$tmpf = $tmp_path . /input_seq.fas';

if (lis_dir($tmp_path)) {
mkdir($tmp_path); // BlIFEI|mAT 3243k

if (lempty($_FILES["input_file"]["name")) { // e EEEE |4 H1E
move_uploaded_file($_FILES["input_file"]["name"], $tmpf);
}else{

$seq =$_POST['input_seq']; // ITEEEHEFFIHIN

if (isset($seq[0]) && $seq[0] ==">"){// G EFFFEZ,
$safe_seq = escapeshellarg($seq); // XT???%EF'E’J%%F%?’? 175X, BALEaGSEAN
$cmd ="echo $safe_seq > $tmpf"; // EZHITHIE S 5SS
exec($cmd); // HITS



@ﬁéﬁ%ﬁ{ /—-I: ;epshuﬁt_file = "results.txt"; // Z5EE {4

if (!file_exists($result_file)) {

die("ERMHAFE! );

}
1 FTF SRS
$lines = file($filepath, FILE_IGNORE_NEW_LINES | FILE_SKIP_EMPTY_LINES);
if (!$lines) {
die("TTEEBFARAS! ")
}

IBhE— T
foreach ($lines as $line) {
$columns = explode("\t", $line); // (FHEIZF=FT0PE

echo "<tr>";
foreach ($columns as $col) {
echo "<td>" . htmlspecialchars($col) . "</td>";

}

echo "</tr>";

}

7>



