[1 B3 4EPxTm B BR AL RS R P LS Rt

S5ERGwEIKkRE

SCIRA . GO2BiFIRE IMARER: G02A BiEE Go2C HATF Go2D SKFE

2025.6.11



[ BINEERTR

[ BYHEPRYE

The ‘ominous octet’ of hyperglycaemia in T2DM
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DeFronzo, R. et al., 2015, Nat. Rev. Dis. Primers ; DeFronzo RA et al., 2015, Nat. Rev. Dis. Primers.
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A working model for the RalGAPa1/B complex
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Qiaoli Chen et al., 2019, Sci. Adv; M. P. Czech, 2017, Nat. Med.
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Nasso et al.,

Loss of muscle mass
Loss of muscle strength
Impairment of mobility

A MESIT AMERIIF

2024, CLINICS PRACT; Liu et al., 2024, FRONT ENDOCRINOL.
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Gene Expression Omnibus

Gene Expression Omnibus

GEO is a public functional genomics data repository supporting MIAME-compliant data submissions. Array- and
sequence-based data are accepted. Tools are provided to help users query and download experiments and curated

gene expression profiles.
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Module expression trend (module characteristic genes)
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Correlation between control vs. case and Module
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GO Biological Process Enrichment
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