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A TBtools XUFFUXT L, PLUERESLIR R R = BUF 51 b st A4

1) 3TJF TBtools, {£ T HEFH ik BLAST, £t BLAST EEZHI /- 5l
#HHE F BLAST GUI Wrapper F13E 4 /77 51 LX) Two Sequence Sets.

TBtools-ll (Toolbox for Biologists) v2.475 — O >
Sequence Toolkit | BLAST GO & KEGG Graphics Others About {?Report| IHelp smarti @ i~~~ i@ ()
[%] About TBtools | BLAST GUI Wrapper P Remote BLAST (via Web)
Wisdom BLASTXML Visualization P BLASTall (Remote Version)
- BLASTXML to Table Blast Z
Bad time astzone

BLAT Sequence Alignment Several Sequences to a Big File [Commonly Used]

Two Sequence Sets

Two Sequence Files

How to cite? o
Chen C-, uuu Y-, Ll J., Several Sequences to FastQ I—iu Y_,
Feng J., Chen H., He ¥ Reciprocal BLAST

The Best ID Converter

i TBtools_": A "one for Quick Gene Family Identification atics
e-Genome Walking or e-Race

| platform for biologicar viy-uata mnmy. mor. riant. 16,
1733-1742.

‘ Citation H Manual || Ask Al || BioAnno || Chat |‘ ‘MaxMem:13.SG

2) ¥ CEA6C2 #lli %] TBtools /M AHE, K CEAS #lillfi %] TBtools £l
FNAE; 7E TBtools % HH SCAF 6 FEAE hiay N 45 BRAFTBCC AR FeF i SUAF 44 Co\RE
FI\TB tools 8/~ #\TBtool example\JEIEHTE\LL T 4550 out.txt; 7EH H#% 0
Outfmt 1 FEHELLFE T LLAL Pairwise.

TBtools-Il {Toolbox for Biologists) v2.475 — (] >
Sequence Toolkit BLAST GO & KEGG Graphics Others About E?Repc:rl.i3 'Help 3?Smarﬂ <
[X| About TBtools | [%| Tweo Sequence Sets |

Blast Compare Two Seq [Sets]

[ Download and Install 'Blast+' if You Need It. ]

Set Query Seqs Set Subject Seqs
~CEABC2 | CEAME_HUMAN Ig-like C2-type1 Doma >CEAMS_HUMAN | POG731 | Cell adhesion mole |~ |
in| 145-232 cule CEACAMS
PKPSISSNNSNPVEDKDAVAFTCEPEVQNTTYLWW MESPSAPPHRWCIPWQRLLLTASLLTFWNPP |=
WMWVNGQSLPVSPRLQLSNGNMTLTLLSVKRNDAG TTAKLTIESTPFNVAEGKEVLLLVHNLPQ
SYECEIQNPASANRSDPVTLN HLFGYSWYKGERVDGNRQIGYVIGTQQATPG ||

PAYSGRENIYPNASLLIQNIQNDTGFY
TLHVIKSDLVNEEATGQFRVYPELPKPSISSNM
SKPVEDKDAVAFTCEPETQDATYLWWY
NMNQSLPVSPRLAQLSMGNRTLTLFNYTRNDTAS
YKCETQMNPYSARRSDSVILNVLY GPDAP

Set Output Blast XML File

|C:\J§FH\TB tools & TRHIIE\TBtool example\VEATIA JF\E 2145 Rout txt | Visualize

Other Parameters

Outfmt: | Pairwise ==> which is easy to reads | -~ | ‘ OtherOptions |
NumofThreads: |2 Il E-value: |1e-5 [] short Query Sequences(<=100bp)
| o |

3) M notepad BHEL K. KIL CEAS H =M XI5 5 —AME 8 45 135k




Ig-like C2-typel J¥%1] CEA6C2 AHAL.

28
28
30
31
32

Ioma o ma oo oo WU WL !
SO @mL O IR WR O WD o ;

Sequences producing significant aligrments: (Bits) value

CEAMS_HUMAN | P06731 | Cell adhesion molecule CEACAMS 153 2e-49

>CERMS5_HUMAN | P06731 | Cell adhesion molecule CEACAMS

Length=702
Score = \153 bits (386), Expect = 2e-49, Method: Compositional matrix adjust. l
Identities = 75/88 (85%), Positives = 78/88 (89%), Gaps = 0/88 (0%)
Query 1 PKPST. KDAVAFTCEPEVQNTTY LWWVNGQSLEVSPRLOLSNGNMTLTLLS 60
PKPSISSNNS EVEDKDAVAFTCEFE QNTTYLWWVNGQSLEVSERLQLSNGN TLTL +
Sbjct 501 PKPSISSNNSKPVEDKDAVAFTCEPEAQNTTYLWWUNGQSLEVSPRLQLSNGNRTLTLEN 560
Query 61  VKRNDAGSYECEIQNPASANRSDEVILN 88
V RNDE +Y C IQN SANRSDEVIL+
Sbjct 561 VTRNDARAYVCGIQNSVSANRSDEVILD 588
Score

= 146 bits (368), Expect = 6e-47, Method: Compositional matrix adjust. 2

Identities = 71/88 (B81%), Positives = 74/88 (84%), Gaps = 0/88 (0%)

Query
sbjct

Query

1 PKPSIS EDKDAVAFTCEPEVQNTTYLWWUNGQSLPVSPRLQLSNGNMTLTLLS 60
PKPSISSNNS PVEDKDAVAFTCEPE Q+ TYLWWVN QSLPVSPRLQLSNGN TLTL +
145 PKPSISSNNSKPVEDKDAVAFTCEPETQDATYLWWVNNQSLPVSPRLQLSNGNRTLTLEN 204

€1 VKRNDAGSYECEIQNPASANRSDEVILN 88
V RND SY+CE QNP SA RSD V LN

sbjct 205 VTRNDTASYKCETQNPVSARRSDSVILN 232

Score

= 143 bits (361), Expect = 6e-46, Method: Compositional matrix adjust. E

Identities = 70/88 (80%), Positives = 74/88 (84%), Gaps = 0/88 (0%)

Query
Sbict
Query

Sbjct

1 PKPST! O KDAVAFTCEPEVONTTY LWWVNGQSLEVSPRLQLSNGNMTLTLLS 60
PKP I+SNNSNPVED+DAVA TCEPE+QNTTYLWWVN QSLPVSPRLQLSN N TLTLLS
323 PKPFITSNNSNPVEDEDAVALTCEPEIQNTTYLWWVNNQSLEVSPRLQLSNDNRTLTLLS 382

61  VKRNDAGSYECEIQNPASANRSDPVILN 88
V RND G YEC IQN S + SDEV LN
383 VTRNDVGPYECGIQNELSVDHSDPVILN 410

4) X5 ERE R EAEE, B CEAS &8 =B HEEFS], IFH L
POETS TR =

Human CEA family members
CEACAM1-8
From:

http://www.carcinoembryonic-
antigen.de/

Al

Tl 1T TTTTRTT TTTTTT%%U TTTT%TT
Uil Ul UL LU

ISUL LG LU LI

CEACAM1  CEACAM3 CEACAM4 CEACAMS CEACAME CEACAM7 CEACAMS

B

N Al B1 . A2 B2 A3 B3
1 35-144  145-232  240-312 323-410  418-495 S01-588  593-675 702

N A B |
1 35-144 145-232 240-314 344

1 5 ABERBCEASINCEAGS 191%
Figure 5 Domain structure of human carcinoembryonic antigen CEA5 and CEA6
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1)TBtools, 7£ T EiE#FH k% BLAST, 7 BLAST EIJEH 7 Fims 3

& BLAST GUI Wrapper H1iE#E3UF 41 L6 Two Sequence Files

Sequence Toolkit

BLAST| GO & KEGG Graphics Others About

(%] About TBtools | BLAST GUI Wrapper 4

Remote BLAST (via Web)

Wisdom BLASTXML Visualization

BLASTall (Remote Version)

BLASTXML to Table

Blast Zone

The firsﬁ

BLAT Sequence Alignment

Several Sequences to a Big File [Commonly Used]

Two Sequence Sets

How to cite?

Two Sequence Files

ChenC.,WuY,LiJ.,\
TBtools-ll: A "one for
1733-1742.

Regions Between Two Genomes
Several Sequences to FastQ

Reciprocal BLAST
The Best ID Converter

Quick Gene Family Identification

iu Y., Fe
atics ple

e-Genome Walking or e-Race

2) miitr TBtools BLAST F /7 S 2 77 41 SCAF IR R 4E Set Query Seqs i H%3¢
B, ¥ 17AT SPL.FAS; fiii TBtools BLAST FH/* Ftif H bR 41 SOk FAE
Set Subject Seqs HEHFEHK ., 1LFE 190]_SPL.FAS

Set Query Seqs

D:\TBtool\TBtools\example\SBP\17AT_SPL.FAS

Bl

Set Subject Seqs

D:\TBtool\TBtools\example\SBP\190J_SPL.FAS




3) 1E fan th S0 Rk R HE R W sE B &R AF R S A R R S A 4
TBtool Example\SBP\Out\SPL.txt

Set Output Blast Result File

D:\TBtool\TBtools\example\SBP\OUT\SPL.ixt

HTEHE S 4L Other Parameter 12645352 5 HH 15 B H A% 20 Outfmt A& 77 K
Table, & o FF 46 Start 1411, H Windows R4 5 T FE ¥ WordPad & & LE X} 45 5,
FHKFEH LR TT SPL7_ARATH [ H & [FJ5IE K /& SPL9 ORYSJ

Other Parameters

Outfmt: Table |w

BlastXML
Pairwise

NumofTh

E-value: [Table

NumofHits: 500

NumofAligns: |250

[] short Query Sequences(<=100bp)

OtherOptions

# vatavase. 1IUJ_ol L. I'N0. 1DLUULDUD

# Fields: qugyp{q_c;;. ver, subject acc.ver, % identity, alignment length, mismatches, gap opens, q. sE{t,, g.E emj“h s. start, s.
o St Atue TRV R RES) ZSATEG 7 LR A S
end, evalue, =t TénJO}‘g*” BizEs AR EeRSHRE SHECAL = BN
sj==) N
# 21 Hi@Eoung ISP

SPL7_ARATH SPL9_ORYS] 37.170834 436 19 32 797 23 836  1.64e-169 502

SPL7_ARATH  SPL1_ORYSJ]  29.530447 266 11 138 550 107 538  2.55e-50 181

SPL7_ARATH ~ SPL15_ORYS] 28.632234 163 2 320 553 599 828  4.1le-32 124

SPL7_ARATH  SPL15_ORYSJ 49.367 79 39 1 138 215 187 265  2.15e-22 93.2
SPL7_ARATH ~ SPL6_ORYSJ]  29. 675 246 156 4 307 548 432 664 1. 20e-26 106

SPL7_ARATH  SPL6_ORYS]  47.664 107 53 2 125 228 138 244  9.88e-25 100

SPL7_ARATH  SPL14_ORYSJ 57.33375 32 0 137 211 103 177 2.34e-25 100

SPL7_ARATH ~ SPL2_ORYS] 42.453106 53 3 127 224 77 182 1. 73e-23 94.4
SPL7_ARATH  SPL16_ORYSJ 33.728169 93 4 127 288 102 258  3.61e-23 94.0
SPL7_ARATH  SPL7_ORYSJ]  50.64977 38 0 135 211 105 181 5.42e-23 92.0
SPL7_ARATH ~ SPL10_ORYS]J 54.286 70 32 0 137 206 180 249  6.95e-23 92.8
SPL7_ARATH  SPL18_ORYSJ 47.25391 43 2 138 224 115 204 1.01e-22 92.8
SPL7_ARATH  SPL8_ORYS] 40.594101 59 1 137 236 184 284 1. 36e-22 91T
SPL7_ARATH ~ SPL19_ORYSJ 50.000 76 37 1 138 213 93 167  2.39e-22 90.1
SPL7_ARATH  SPL4_ORYS]  43.67887 49 0 137 223 67 153  2.95e-22 87.8
SPL7_ARATH  SPL5_ORYSJ]  53. 086 81 37 1 137 217 206 285  4.20e-22 90.5
SPL7_ARATH ~ SPL17_ORYSJ 52.564 78 36 1 137 214 73 149 7.71e-22 89.0
SPL7_ARATH  SPL3_ORYSJ]  50.649 77 37 1 137 213 181 256  5.91e-21 87.0
SPL7_ARATH  SPL12_ORYS] 48.684 76 38 1 138 213 180 254  9.36e-21 86.7
SPL7_ARATH ~ SPL13_ORYSJ 46.15478 42 0 138 215 110 187 5.08e-20 80.1
SPL7_ARATH  SPL11_ORYSJ 44.30479 44 0 137 215 66 144 2.13e-19 80.9

# BLASTP 2.12.0+
# Query: SPL8_ARATH

FK SBP FREFHEEMBMMEK



C EK SBP #BRE TH#EEMWEMER
ey i T P 45 K s IR 7 ¥ e, 48290 7+ SPL3_ARATH AP %1
D)FTJF TBtools, 7t THEFESHA LS BLAST, 7 BLAST BIJEH /7 5t

225 BLAST GUI Wrapper F11% £ BLAST Zone

BLAST| GO & KEGG Graphics Others About

BLAST GUI Wrapper »
BLASTXML Visualization !
BLASTXML to Table

BLAT Sequence Alignment

Remote BLAST (via Web)

BLASTall (Remote Version)

Blast Zone

s\example\SBP\17AT_SPL.FAS

Several Sequences to a Big File [Commonly Used]
Two Sequence Sets

Two Sequence Files

Regions Between Two Genomes
Several Sequences to FastQ
Reciprocal BLAST

The Best ID Converter

Quick Gene Family Identification

2) s i BLAST Zone FH /7 FH 11 /o (N #5 4% 2 Database & 111 T J7 U8 D& e 41
" RS B R R YE 5 ZMTF PEP.FAS, TEEUE % 44 Fr B NAE i A

e-Genome Walking or e-Race

ZMTF PEP, il OK, #¥E%E#y s oe b

) S
About
Select a File for DB Building
File Path: sls\example\SBP\ZMTF_PEP FAS
|ste Input
DE Name: ZMTF_PEF| Ere
OK |
Parameters
BlastType:  Guess ‘ v‘ Hits: 20
Outfmt: | XML ‘ V‘ CPuUs: 2

‘Set Output Blast XML File

Temp

Config

Try drag the output Diretory here

Start



3) ¥ SPL_PEP ¥ A\ A7 {M4% 2 7 514 NAE, #4441 Hi 4% 20 Outfimt K A% Table
fE oS Mk B OME iR b X g5 R A R S R R R S &
TBtool Example\SBP\Out\BlastP.txt

Query
rr—rra——|
=] Pl tmpur—Paste inpar |
[ tproty: ZurF_per AT2G33810.1 Arsbidopsis SBP famly transcipton tacor, rotein sequence, 131 Ak
l SLRELSEEEEEEEETEDEDTFEEEE, ALE| SKATSSSGVCQVESCTADMSKAKQYHKRHKVCQFHA

KAPHVRISGLHQRFCQQCSRFHAL SEFDEAKRSCRRRLAGHNERRRKSTTD

B —
Parameters
Sisctype: [Gueen [s] e o
Outfmt: | Table ‘v‘ cPus:2 [] Short Mode
Set Gutput Blast XML File
Temp | D-\TBloo!TBtoalstexample\SBPIOUT! BlastP it .
Visulizs Build a PhyloTree
Start =
Conflg TextView Top 5 Sequences for Tree
A s@ra

4) EEITG Start #%4H, FH FireFox W2 & B LG 45 5, &F 764 N EK
s IR T BUESE T 4 ANURG ST SPL3. PEP AU 51 BlastP.txt

# BLASTP 2.12.0+

# Query: AT2G33810.1 Arabidopsis SBP family transciption factor, protein sequence,
131 AA

# Database: ZMTF PEP

# Fields: query acc.ver, subject acc.ver, % identity, alignment length, mismatches,

gap opens, q. start, gq. end, s. start, s. end, evalue, bit score
# 4 hits found

AT2G33810.1 PTZm00608.1 45.082 122 67 0 10 131 127 248
9. 03e-34 115

AT2G33810.1 PTZm00605.1 45.082122 67 0 10 131 100 221
1. 32e-33 114

AT2G33810.1 PTZm00606.1 56.757 37 16 0 54 90 180 216
1. 36e-12 57.0

AT2G33810.1 PTZm00607.1 30.00090 63 0 10 99 127 216

9. 62e-12 55.1
# BLAST processed 1 queries

D EoK SBP ¥R F ¥ &£ 41 7 5B

LHAER

T URANE ] 3 551, M\ 764 TIN5 oK e 5 PR - 04t 2 b S B R 7
SPL3 ARATH #H{LAfF 5]

2. BAES R


https://abc.gao-lab.org/caas25/tb/p09d.php

1) FT7F TBtools, ££ T H i £k H ik £ 7 51| A P T2 A Sequence Toolkit,
TE N H s B $% FASTA #5207 51| #2 8L Fasta Extract;

8 T8tools-il (Toolkux tor Biologists) v2.468

m@ GO & KEGG Graphics Others About
Fasta Tools /2N DEW@
NCBI s.quer@:h » Fasta Extract or Filter (Quick) |
ORF Prediction » Fasta Extract (Basic)

Primer Check (Simple e-PCR) | Fasta Subseq (Basic)

GFF3/GTF Manipulate ¥ Fasta Stats nno

>3>5>5>53>>>

B FEE REERD SRS Q
Sequence Manipulate (Rev&Comp)
1D Simplify

1D Rename ia@  WGDI  X@ki##  GSAman  FiE&  itoltoolkit  PhyloSuite
ID Prefix

Fasta to Table Convert bls sRNAminer BEmaR

Merge and Split BB
Fasta Get Representative

Sequence Pattern Locate

SSRminer

Fasta Window Stat H60TT1200%HE 8§71 20 # B234567.6 Fmn ‘

axmreEstnE B Rig

RTESSHANENRELE (ATREE O

& TBtools/TBtools-Il. GSAman. HiMT. sRNAminer. SynGAP. SVGAP. SuperDecode, EasyCodeML. S &BfHHEN. £ o
‘e, BEGR, URIEXS TIHEEEERTBtools / TBtools---

@ s E=TEE
) ENFBENIT i

8 Totooi 1 oo for

468 o -
Sequence Toolkit BLAST GO & KEGG Graphics Others About 7Report|[lHep @ @B
| About TBtools | X AdLink  [X| Fasta Extract (Recommended)

Fasta Extract (Recommended)

Sot a Input Fasta File

Grag ana Orom a Fasta Fis Here| |

Set an Oultput Fasta File

g rs s v, i -

Other Options
1 Just Show in Dialog

| Fasta Headsr Pattern Match

] Whle Ward Match
oo 102000
WD SarPos  EndPus s ] Casa Insensitiva
[rovean ot | Use Tab{) as Golumn Seperstor

2) TEFA I ANMEFR N 764 DT AKFEF K ¥ ZMTF_PEP.FAS; {EfiHHEH
1%+ TBtool Example\SBP\Out\ZMTF SPL.txt; {E4i A5 AT Input ID List
HUIZATH N RO ) 3 45 R Th 4 NS T HR AT

PTZmO00605.1
PTZm00606.1
PTZmO00607.1


https://abc.gao-lab.org/data/seq/SBP/ZMTF_PEP.FAS

PTZm00608.1

Sequence Toolkit BLAST GO & KEGG Graphics Others About

| [ About TBtools ' [%| Ad Link " % Fasta Extract (Recommended)

Fasta |
Set a Input Fasta File
D:\TBtool_Example\SBP\ZMTF_PEP.FAS
Set an Output Fasta File
‘TBtool_Example\SBP\OUt\ZMTF_SPL.txt
Set Input ID list
PTZm00605.1
PTZm00606. 1
PTZm00607.1
PTZm00608. 1
G] A W EBEL
3) midiFuf Start %4, ordPad 4559 ZMTF_SPL.txt;
ES
Bl 2™ T aw - I _ﬁzz
%
s ; A B BEm A >
= B I UaxX X A-2 - HiE e A&
R T 3 HBA &8
11 wgw 2:0+03 1415161 71819190 111112+ 13- 1 14+ 151 16 1 Jg+ 1 18 1

>PTZm00605. 1 |PUT-155a-Zea_mays-3434
FLEGLRSPVLIMGSFGMNWNQKDPMVWDWEHLVPSVSNAVTRHGSANSSGGTLTSNSELG
HGSSKVKNTGTNGRVDDSGNSPSSMIAFNQGEPLISLKLGKRAYFENACGGQDAKVSAAS
DVTSAASVVKKTKVSQQNAKNWYCQVERCKVDLSSAKDYNRKHKVCVVHSKATKVVVAGL
ERRFCQQCSRFHGLAEFDQNKRSCRRRLMHHNARRRKPQADTISFNSSTMFYDTRQRTNL
FFSQPLYGQVRSNAGSSWDNLGGLKFMETKHPPVHPTKTASPDELHFSALQITSAAAHTG
HHHDLDGFMAFKGTSTKVLNQGVEAWXX

>PTZm00606. 1 |PUT-155a-Zea_mays-44562
GAAAQTSDLGMGSFGMDWNQKASVLWDWENLPPVAVGASGSENPRMAAAPQALHSACGTT
SSSSEMGYGSSKSSVSASADDSSPKAKGKSMELNFAPDKVPDKNTDSGKVDDARTSPSSP
VIAISSAEPVLSLKLGKRTYFEDVCGGQSVKSLPSDTSAVTPPPASPKKTKVTPNKKSYC
QVEGCKVDLSSAKEYHRKHRVCEPHSKAPKVVVAGL

>PTZm00607. 1 |PUT-155a-Zea_mays-90777737
FLEGLRSPVLIMGSFGMNWNQKDPMVWDWEHLVPSVSNAVTRHGSANSSGGTLTSNSELG
HGSSKSSISASIDSPSGVGNSLEFNFAAVERHVKNTGTNGRVDDSGNSPSSMIAFNQGEP
LISLKLGKRAYFENACGGQDAKVSAASDVTSAASVVKKTKVSQQNAKNWYCQVEGCKVDL
SSAKDYNRKHKVCVVHSKATKVVVAGLEVGFVNSVADTRQRTNLFFSQPLYGQVRSNAGS
SWDNLGGLKFMETKHPPVHPTKTASPDELHFSALQITSAAAHTGHHHDLDGFMAFKGTST

>PTZm00608. 1 |PUT-155a-Zea_mays-91977737
FLEGLRSPVLIMGSFGMNWNQKDPMVWDWEHLVPSVSNAVTRHGSANSSGGTLTSNSELG
HGSSKSSISASIDSPSGVGNSLEFNFAAVERHVKNTGTNGRVDDSGNSPSSMIAFNQGEP
LISLKLGKRAYFENACGGQDAKYVSAASDVTSAASVVKKTKVSQQNAKNWYCQVEGCKVDL
SSAKDYNRKHKVCVVHSKATKVVVAGLERRFCQQCSRFHGLAEFDQNKRSCRRRLMHHNA
RRRKPQADTISFNSSTMFYDTRQRTNLFFSQPLYGQVRSNAGSSWDNLGGLKFMETKHPP
VHPTKTASPDELHFSALQITSAAAHTGHHHDLDGFMAFKGTSTKVLNQGVEAWXX

E TBtools 1% F 3 B E Venn Diagram 447, PAREKEENH .

#4 A=(6, 55, 8, 9, 10), 54 B=(55, 88, 66, 9, 10, 7) , A C=(88,
10, 66, 77, 360)


https://abc.gao-lab.org/caas25/tb/ZMTF_SPL.txt

1) FTJF TBtools i+ VENN and upset plot H1{] venn.

TBtools-Il (Toolbox for Biclogists) v2.475
Sequence Toolkit BLAST GO & KEGG | Graphics ‘ Others About

[ %] About TBtools Color Palette »

Wisdom HeatMap lllustrator »
- SeqlLego
Bad tlmes make a g Venn and Upset Plot } Venn (Up to Six Sets)
Basic PCA Analysis UpSet Plot (Up to Any Sets)
. Grouped Distribution Plot UpSet Plot (Batch)
How to cite? Omic Data Viz ,
Chen C., Wu Y., Lj JSessweree sswowrewert 7 Xy J_ | ju Y., Feng J.,
Chen H., He Y_, and Advanced Circos
. " Comparative Genomics » - - -
_ TBtools-ll: A"one f(__ . e seiect bioinformatics platform

-

" for biological big-dg Vs Aetviz 'lant. 16, 1733-1742.

Citation H Manual H Ask Al || BioAnne H Chat ‘| MaxMem:13.8G

2) HES A. By CHIA setls 2. 3 1, FEEMEN T, GUHKS
K BN EOAE N — MR AT I, 2 #B i start.

TBtools-Il (Teolbox for Biologists) v2.475
Sequence Toolkit BLAST GO & KEGG Graphics Others About
[ [] About TBtools r || UpSet Plot (Up to Any Sets) r [] Venn (Up to Six Sets) ‘

Interactive Venn Graph

Set1 Set2 Set3
G, 55, 8,9, 10 595, 88, 66, 9, 10, 7 88, 10, 686, 77, 36d
Setd Set5 Set 6
Start [_] Region Overlap Mode

3) iR EoR, AP NE A, "dpdBeyer, Mal aE I oo
B A, CRAARATI R B A S s BEATAH R B ATE, A8 n] R BAbATT 2 18] AR R B A



INSI IS

n Graph
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10

ﬁ Common IDs x

[ Info

o |

F # & Heatmap 447

S5 6.1 — TBtools [ iy #A &8 7= 547

LW 5t

T 53T R S B FH e A PR At A P E0 R 3k B0 (0072 T SR s BB RN —
PR, PR LR AR BB ey, BB AR BB BRI, —IRARER
ZE R .

2. BRAE D IR

1) FT7F TBtools, £ JE Graphics #4 &l 4341 Heatmap; 1t 145 4% 41 Start,
ARG HeatMapO;

8 TBtools-i (
Sequence Toolkit BLAST GO & KEGG Graphics Others About
%! About TBtools | |X| AdLink (X HeatMap |

HeatMap £ Okt Versior
Set Input ID list

‘CLBO0O.Contig4_A¥ 31.1758 46.0718 33.4883 31.3729 11.1606 13.6945 10.492 96315 G
(CL8592 Contig2_A¥ 45544 35527 46695 49346 31284 17421 32387 1.5956
Unigene31934_Al 16949 36287 1.9981 20645 06288 10493 0.9068 1.35719

(€1.9928 Contig2_A¥ 10.8986 10 5548 119864 134354 162725 18531 260898 38 3479
Unigene24102_AR 3.8286 31875 22601 1.9368 1.9926 24555 51158 37006
Unigene8585_All 60023 61845 68282 62391 9m3 70496 40935 68184
Unigene24248_Al 34419 46474 3921 32317 1.0325 11826 12388 211N

'CL12910 Contigb0_Al 09985 08301 13568 17274 14632 12696 10286 12868
(CL7915.Contg1_AY 1499 1.5549 07169 20106 25062 24034 25963 3.8636
Unigene24958_Al 55026 44891 83727 65911 82429 96141 32931 72565
Unigene17991_Al 15.1799 10541 137613 71263 38252 33189 2m7 1.0004

(CL4887 Contig3_A¥ 06303 05774 07579 0934 20284 21999 14259 1.6633
‘CL7353.Contig2_AY 11.6706 122164 11.7249 9.4583 66573 6.8544 42165 5567 |w

(Optional) Set Input Row Group File (GrpID\tSubGrpID\tRowName)
Drag and Drop a Tab-delimited File Here I l o l

(Optional) Set Input Col Group File (GrplD\tSubGrpIDitColName)
Drag and Drop a Tab-deliminted File Here | - } DefineColColor

(Optional) Preset Newick for Row (Optional) Preset Newick for Column

| T




:J, TBtools HeatMap by CJ (cj0410@gmail.com)

Show Control Dialog

BN cLsos.contigs_Al

DL BB Unigene31353_All oo
I 4008 Contig3_Al 70.00
BN vnigene1577_Al 60.00
CL800.Contig1_All 50.00
B Unigene33294_Al 40.00
BN Unigene25435_All 30.00
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