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What’s for my own ‘Bioinformatics’ ??

Text mining- finding the nuggets in the literature
iHOP
GOPubMed

Before my starting to clone genes …

GENEVESTIGATOR
Diurnal
Codontree
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Text mining- finding the nuggets in the literature

Q : What can text-mining offer us ??

‘The goal of text mining is to allow researchers 
to identify needed information and shift the 
burden of searching from researchers to the 
computer. ‘ (Rhee, 2006)

Q : What do I use text-mining tools for ??

searching my interested paper with more ease

extracting the useful data from PubMed

…



Text mining- finding the nuggets in the literature

iHOP- a gene network for navigating the literature

iHOP provieds the network as a natural way of accessing 
millions of PubMed abstracts. By using genes and proteins as 
hyperlinks between sentences and abstracts, the information 
in PubMed can be converted into one navigable resource, 
bring all advantages of the Internet to scientiifc literature 
research. 

Tools I often used :

http://www.ihop-net.org/UniPub/iHOP/

http://www.ihop-net.org/UniPub/iHOP/




GOPubMed- Gene Ontology and PubMed

Text mining- finding the nuggets in the literature

Tools I often used :

http://www.gopubmed.org/

http://www.gopubmed.org/




Before my starting to clone genes …

Some helpful considerations :

Is your gene expressed with tissue-specificity ??

Is your gene expressed throughout the life cycle ??

How to determine the sampling time within a day ??

How to refine the degenerate primers in homological cloning??

…

tissue-specific

developmental 
stage-specific

photoperiod

circadian clock



Before my starting to clone genes …

GENEVESTIGATOR

Useful tools based on microarrays data

Diurnal : only for Arabidopsis genes

Estimate the tissue and developmental stage specificity

Estimate diurnal and circadian gene expression profile

Example:  clone the 4CL1 gene in Arabidopsis

https://www.genevestigator.ethz.ch/

http://diurnal.cgrb.oregonstate.edu/





seedling

ealy stage of 
flowering ealy stage of 

fruiting

Before my starting to clone genes …

What I used: 

the whole plant of 
seedlings without 
tissue-bias

Example:  clone the 4CL1 
gene in Arabidopsis





‘ the expression 
peak accurs at 4 
hours after light ’

Before my starting to clone genes …

Example:  clone the 4CL1 
gene in Arabidopsis



Before my starting to clone genes …

Example:  clone the 4CL1 gene in Arabidopsis

All those information considered, the sample for mRNA
isolation might be the young seedlings collected at 4 hours 
after the light turned on. 

total RNA RT cDNA PCR 1686bp

“ Half day on the Web, 

saves you half month in the lab! ”



Primer-F

Primer-R

4CL gene cloning from swtichgrass    

Before my starting to clone genes …

How to refine the degenerate primers for homological cloning ??



Before my starting to clone genes …

How to refine the degenerate primers for homological cloning ??

4CL gene cloning from swtichgrass    

WSNWSNGGNACNACNGGNYTNCCNAARGGNGTN

SSGTTGLPKGV

CCNGGNGARATHTGYATHMGNGGN

PGEICIRG

Degenerate primers:

So many uncertain sites, how to deal with ??So many uncertain sites, how to deal with ??



Before my starting to clone genes …

4CL gene cloning from swtichgrass    

What I did … Condontree for looking into condon bias

http://bioweb.pasteur.fr/seqanal/interfaces/codontree.html



…

Before my starting to clone genes …



WSNWSNGGNACNACNGGNYTNCCNAARGGNGTN

C C C CC G G G C

5’-CACCACCGGCCTGCCGAAGGGCGT-3’primer-F :

CCNGGNGARATHTGYATHMGNGGN

CG CG G C G C

5’-CGGGCGAGATCTGGATCAGGGG-3’primer-R :

A

Before my starting to clone genes …

4CL gene cloning from swtichgrass    
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