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->Actions->align->to molecule
PyMOL>align (A and name ca),(B and name ca)
PyMOL>cealign A, B
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->Actions->generate->vaccum electrostatics
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Welcome to the Electron Density Server at Uppsala University
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Fid - Nitrogenase <> N,
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activation | Ribonucleotide reductase
of | Pyruvate-formate lyase
. HMBPP synthase

FNR-FId-> Biotin synthase->dethiobiotin

Pyruvate - POR - Fid

14
Sancho J. (2006) Cell Mol Life Sci



PRRAEEBEFTETR

ANASO
ECOLI
AZOVI
HELPJ
DESVH
CLOBE

ANASO
ECOLI
AZOVI
HELPJ
DESVH
CLOBE

PN s 2 g W loop s ey | B a

10 20 30 40 50 60 70 80 90
SKKIGLFYGTQTGKTESVAEI IRDEFGNDVVT-LHDVSQAEVTD-~LNDYQYLI IGCPTWNIGELQ===~=~-~ SDWEGLYSELDDVDENGKLVAYFGTGD
-AITGIFFGSDTGNTENTAKMIQKQLG-KDVADVHDIAKSSKED-~LEAYDILLLGI PTHYYGEAQ-=====-~ CDWDDFFPTLEEIDFNGKLVALFGCGD
- AKIGLFFGSNTGKTRKVAKS IKKRFDDETMSDALNVNRVSAED--FAQYQFLILGT PTLGEGELPGLSSDCENESHEEFLPKTEGLDFSGKTVALFGLGD
MGKIGIFFGTDSGNAEATAEKISKAIG-~~NAEVIDVAKASKEQ-~FNGETKVILVAPTAGAGDLQ-~~====~ TDWEDFLGTLEASDFANKTIGLVGLGD
MPKALIVYGSTTGNTEYTAETIARELADAGYEVDSRDAASVEAGGLFEGFDLVLLGCSTHGDDS IELQ=====~ DDFIPLFDSLEETGAQGRKVACEGCGD
--~MKIVYWSGTGNTEKMAELIAKGI IESGKDVNTINVSDVNID~ELLNEDI LILGCSAMGDEVLE=~~====~ ESEFEPFIEEISTKISGKKVALFGS--

852 IGHGECHATRNINEIGIINIGSEE ¢o0
100 110 120 130 140 150 160 169

QIGYADNFQDAIGILEEKISQRGGKTVGYWSTDGYDFNDSK-ALRNGKFVGLALDEDNQSDLTDDRIKSWVAQLKSEFGL ===~~~
QEDYAEYFCDALGTIRDIIEPRGATIVGHWPTAGYHFEASKGLADDDHFVGLAIDEDRQPELTAERVEKWVKQISEELHLDEILNA
QVGYPENYLDALGBLYSFFKDRGAKIVGSHSTDGYEFESSE-AVVDGKFVGLALDLDNQSGKTDERVAAWLAQIAPEFGLSL----
QDTYSETFAEGIFHIYEKAKAG--KVVGQTPIDS VIDBDNQDDLTDERIAKWVEQVKGSFA -------
SS--YEYFCGAVDAIEEKLKNLGAEIVQZ
==~YGWGDGKWMRDFEERMNGYGCVVVE]

KEEHEH
MR

ANASO (Anabaena PCC7119) 7 [&| 5
ECOLI (Escherichia coli) Xt
AZOVI (Azotobacter vinelandii) [ %
HELPJ (Helicobacter pylori) Ka| T2 FEFT &
DESVH (Desulfovibrio vulgaris) i ik &
CLOBE (Clostridium beijerinckii) #2



> KNarrEP R REEEH

$ K

J

WMioC>

YQCcA |

R

FIdA: flavodoxin A

FIdB: flavodoxin B

MioC: locates next to the chromosomal
replication initiation origin (oriC)
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Holo-MioC
Yunfei Hu. (2006) JBC
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PyMOL> color purple, ss h
PyMOL> color yellow, ss s
PyMOL> color green, ss ™

‘ %Eij}% 2 83.261

Image size = 1000 x 1000

->Action ->generate ->vaccum electrostatics
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->action->align->to molecule->2HNA AR X

PyMOL>align(2HNA and name ca+c+n),(2HNB and name
ca+c+n) EESvR =M1

PyMOL>color yellow,(resi 55-65,88-102)
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->display->background->white
i, PyMOL>bg_color white
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->setting->rendering->shadows
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PyMOL>ray
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->show side chain
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->wizard->measurement
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->show->surface
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PyMOL>set transparency=0.25
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PyMOL>symexp sym, 1AHN,1AHN,5 #6153 55 FRAH 5% 1 0t 5

PyMOL>hide(not(LAHN expand 5))  #F&jk i 25 1AHN K T-5A
) I

PyMOL>sel cys,resn cys #iLkFCys

PyMOL>delete sym* MR P PR B R
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A 1AHN.pdb
# A map.ccpd HER N 25 6 P T35 P 1
PyMOL> isomesh mesh,map,1 #z M TR RE, FPE=1

PyMOL> isomesh mesh2, map,1.0, FMN, carve=1.5
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