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Figure 1: The Mammalian Cell Cycle

Summary of p53 dependent G2 arrest
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=-P53 Sheep

P53 _Human

P53 Mouse

P53 Rat

P53 Pig

P53 Chick

P53 Bovin

P53_African clawed frog

g

P41685
P13481
QIWURSG
Q29537
Q95330
P51664
P04637
P02340
P10361
QITUB?
P10360
P67939
P07193
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381
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P41605|Po3 Cat Cellular tumar antigen...
C9TUBZ|PS3 Pig Cellular tumar antigen...
PE/939|PA3 Bovin Cellular tumar antig. ..

P51664|PA3 Sheep Cellular tumor antig. .
(29537 |P53 Dog Cellular tumor antigen...
QYWLIRB|PS3 Guinea pig Cellular tumar ...
P10361|P53 Rat Cellular tumar antigen. ..
ER5330|PA3 Rabbit Cellular turmaor anti. ..

POZ2340|Po3 Mouse Cellular tumor antig. .
P10360|P53 Chick Cellular tumor antig. ..
P13481|P53 Green mankey Cellular tuma. ..
PO46RE7 PSS Human Cellular tumor antig. .
PO/ 195|P53 Afnican clawed frog Cellul. .
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Zlick on the colored bar for a conserved domain to wiew your gquery seqguence within the multiple sequence alignment for that

domain, To se= only the segquence=s used to generate the domain, cick on itz PSSMID in the tabular summary.

1 7= 10 =225 00 Z7s e = B
psa_Tan P53 N E
Descriptions p
—H Title Pssmild Multi-Dom E-value
[Hpfamoo270, P53, P53 DRA-binding domain.. B4T 21 Mo 1e-95
[HpfamOy 710, PS3_tetramer, P53 tetramerisation motif.. F1151 Mo Be-11
[+HpfarmO2s632, PS2_TAD, P52 transactivation motif. The binding ofthe p52 transactivation ... = IR 5w [ de-04
—.

Zlick on the coloraed bar for a coanserved dormain to wiew your guery seqguence within the mualtiple sequence alignment for that

dormain, To ses aonly the segquences used to asenerate the domain, click an its PSESSMID in the tabular summary.

1 = iSa 2= Z0oo0 SSE

Fs.-- P53 %p53§

Descriptions
HH Title Pssmid Multi-Dom E-wvalue
- [+lpfarmOo0sy0, PS3, P52 DHA-binding domain.. B4 721 |l fu] Fe-97
Hpfam07 710, PS3_tetramer, P53 tetramerisation motie. 100 Mo Ze10
[+HpfamoOSs63, PS3_TAD, PS3 transactivation motif. The binding ofthe p53 transactivation ... [= =1 = o o.oo4g

——
_— =
=

Zlick amn the colored bar for a conserved damain to wiew your guery seqguence within the multiple sequence alignmeaent for that

dormain, To see only the sequences used to generate the domain, click on its PSSMID in the tabular summary.

1 7= isa =33 Zon

PS3

Descriptions
H Title Pssmid Multi-Dorm
[-+]
[+HpfamOoy 710, PS3_tetramer, P52 tetramerisation motif..

[ [u]

Zlick on the colored bar for a conserved damain to wiew your query seqguence within the mualtiple sequence alignment for that

dormain, To ses= only the sequences used to genaerate the domain, click on its PSSMID in the tabular summhary,

fer=

1 =

pss o PSS

Descriptions ﬁpS:BE

iso =25 S00

H Title Pssmid Multi-Dom E-value
[+HpfarmO0s70, P53, F53 DRA-binding domain.. G471 i [u] Se-96
[HpfamO7F 710, P53_tetrarmer, P53 tetramerisation motif.. 71151 i [n] 4e-10

[+HpfamO2s63, PS3_TAD, P53 transactivation motif. The binding ofthe ps3 transactivation ... [= =1 =1 o de-05




Name Expect = Motifs
P67939[P53_Bovin o N
QITUB2[P53_Pig
P10361[P53_Rat
PO2340[P53_Mouse o
P04637[P53_Human o I
P51664[P53_Sheep 0
Q95330[P53_Rabbit | [
{Q29537[P53_Dog [
QIWURS[P53_Guinea o I
P13481[P53_Green o I
P41685[P53_Cat D ]

P10360[P53_Chick  1.2e-170
PO7193|P53_Afncan 24e-162

175 200 225 250

SECTION III: ANNOTATED SEQUENCES



tol

Combimed

Name p-value
P41635[F53 Cat 0.00e+00 [N
P13481P53_Green  0.00e+00 [N
QIWURSPS3_Guinea 0.00e+00 [N
Q29537[P53 Dog 0.00e+00 [N 2]
(95330[P53_Rabbit | 0.00e+00 [N 2]
P51664[P53_Sheep  0.00e+00 [N 2]
PO4637P53_Human  0.00e+00 [N 2]
PO2340[P53_Mouse | 0.00e+00 N 2]
P10361|P52 Rat 0.00=+00 [ — D
QSTURZ[P53 Pig 0.00e+00 [N
P10360[P53_Chick  1.16e-170
P67939P53_Bovin | 0.00e+00 [N

PO7193P55 Afncan  1.10e-164
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Domains within Homo sapiens protein P52 HUMAN (PO4G6327)

Cellular tumor antigen ps53
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Dormains within the gquenry sequence of 367 residus=s
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Domains within the query sequence of 381 residues
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