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A Human Homo sapians 3300 23| 20800
ZINER Mouse Mus musculus 3500 20| 23000
SR Fruitfly Drosophila Melanogaster 169 6| 14000
A T+ | Thale Cress | Arabidopsis thaliana 136 5| 27500
Zg Worm Caenorhabtitis elegans 103 6| 20500
I B} Yeast Saccharomyces celevisiae 12.16 10| 6700
KW# | E. coli Escherichia coli 4.64 0| 4169
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o PAMESE: JTNE(Frog)

- 5. Bt (Zebrafish)

o Bk B (Fruit fly). 7K 2% (Water flea)
e ZRHiZE: 28 H(Rou
o ALHIE: FKE
« FHHI: HEfHEE (Neurospora crassa)
o WERESS. HTHEFRE

nd worm)
(Amoeba)

(Fission yeast). Z 5 F

(Budding yeast)

http://www.nih.gov/science/models/



http://www.nih.gov/science/models/

EA) TR A

Yo fep HIR P 3k

ZINBR, Mouse Genome Informatics http://www.informatics.jax.org/

KR Rat Genome Database http://rgd.mcw.edu/

JTCf Xenopus Resorce http://www.xenbase.org/

Bt Zebrafish Database http://zfin.org/

R Drosophila genes and genomes http://flybase.org/

K& Water Flea Genome Database http://wfleabase.org/

28 Worm Base http://www.wormbase.org/

AT Dictyostelid Database http://dictybase.org/

B Neurospora crassa Database http://www.broadinstitute.org/annotatio
n/genome/neurospora/MultiHome.html

25 e B Pombe Net http://www.pombe.net

ZENE L)

Yeast Genome Database

http://www.yeastgenome.org/



http://www.informatics.jax.org/
http://rgd.mcw.edu/
http://www.xenbase.org/
http://zfin.org/
http://flybase.org/
http://wfleabase.org/
http://www.wormbase.org/
http://dictybase.org/
http://www.broadinstitute.org/annotation/genome/neurospora/MultiHome.html
http://www.pombe.net
http://www.yeastgenome.org/

R HH R

3 ]
() \ £ LY %
Lo € G @
%, EQWW 2 .m,m ,’ & &
T D o b} £Y o &
Vi w0 DO s O
_.wv LA = 2w v m o d s & _
o8 N Ty S 2 P <
(= IS 2 = Nz w @
NN : S 5§
%% 9 © = % & 5 o &
e, e - o M =i o ¥ & o
N % - o N
F o 0 £ o & A & O & o0
XA oy T
a Y g 25 P g & <
\ B oo o T g
e Iy &
mg g8 o w_w
Ly AﬁmD o M;J i
2 fid
\E T F s K
o g g
i
J &
poi IS)
T e
F &
&
[u
af}
3 =]
@)
D
wn
-
o
< 0
nwoa./,,@ﬁm
Q A
o A qﬂ
Lo
OOA.//Wom//,,,M
OA.,@O\ ;NCOO@
ﬁ@mﬂ\.r,m_\
M%Mm%c,mﬁw
pha - -
o S
Callithrijaceh
Tarsius_syrichta !
ShLLNLY
Hiia
Wos, atipg
ereg,
____m._u_q_.u_._‘r _
\V
5.5 S
070y Y in
. e e,
& . L\A\ Qm... %y, .m.\maxo @\_kO ma&.\
3. ) -
& o] o e P00, 00,
RS oy 8, O % Yo e
o ), 7 &
N~ (S i
6wf_d Sscu., 0& ) @0
£,0 o2 = 9. % 2
S &5 COm S L %
LG9 fle z5ay o © W
ol 12 F58R2 = @
Soug §Z2 w Ve ‘
- T 5 5 2 ,D“\O»mv
TR
ohT S T B T e
soe 52 Wk
sbe 2% )
22w TR
e b & 5% e
T 5 ST
S B "%
%%
LY
D=
- i



4

Phytozome%it gk J22 YA s HA 0 0 AE ) 22 R 2H.

- —— Maniho tesculenta (Cassava, KZ)

(

L Ricinus comunis (Castorbean, )

Populus trichocarpa (Poplar, #%#)

R oy

—— Medicago truncatula (Barrelmedic, E#s)

—— Glycine max (Soybean, X&)

Cucumissativus (Cucumber, #JK)

—O —— Arabidopsis thaliana (Thale Cress, #1F7F)

—— Arabidopsis lyrata (Rock Cress, ZEM-#llr7F)

o ¥1ﬁ% - Carica papaya (Papaya, AJK)
1.A1LF R Vitis vinifera (Grape, #i%j)
g Mimulus guttatus (MonkeyFlower, ZHEift)
) ] —
5 (/LR BAFIH- R ) —— Sorghum bicolor (Sorghum, &%)
e \ L & L Zeamays (Maize, %)
SACAEH : —— Oryza sativa (Rice, /Kf&)

EENELY) 2 o : g g
e L , R
2012 4E ] . Brachypodium distachyon (Brachypodium PR A )
\ Selaginella moellendorfii (Spikemoss, JTF§#AA)

—{ ]

Physcomitrella patens (Moss, /NI7Ri#E)

Chlamydomonas reinhardtii (Greenalgae, 3€p4« )
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PubMed ID

NC_000001.10 249,250,621 3129 451 3251 2006 May 16710414
NC_000002.11 243,199,373 1957 214 2175 2005 Apr 15815621
NC_000003.11 198,022,430 1651 167 1728 2006 Apr 16641997
NC_000004.11 191,154,276 1184 96 1340 2005 Apr 15815621
NC_000005.9 180,915,260 1400 127 1493 2004 Sep 15372022
NC_000006.11 171,115,067 1561 154 1791 2003 Oct 14574404
NC_000007.13 159,138,663 1476 207 1711 2003 Jul 12853948
NC_000008.10 146,364,022 1122 94 1216 2006 Jan 16421571
NC_000009.11 141,213,431 1214 176 1407 2004 May 15164053
NC_000010.10 135,534,747 1282 140 1283 2004 May 15164054
NC_000011.9 135,006,516 1927 103 2015 2006 Mar 16554811
NC_000012.11 133,851,895 1584 119 1596 2006 Mar 16541075
NC_000013.10 115,169,878 505 71 632 2004 Apr 15057823
NC_000014.8 107,349,540 938 129 1373 2003 Feb 12508121
NC_000015.9 102,531,392 989 227 1170 2006 Mar 16572171
NC_000016.9 90,354,753 1270 143 1279 2004 Dec 15616553
NC_000017.10 81,195,210 1755 183 1648 2006 Apr 16625196
NC_000018.9 78,077,248 473 52 507 2005 Sep 16177791
NC_000019.9 59,128,983 2029 171 1910 2004 Apr 15057824
NC_000020.10 63,025,520 861 85 834 2001 Dec 11780052
NC_000021.8 48,129,895 381 73 419 2000 May 10830953
NC_000022.10 51,304,566 708 99 820 1999 Dec 10591208
NC_000023.10 155,270,560 1324 127 1533 2005 Mar 15772651
NC_000024.9 59,373,566 137 62 397 2003 Jun 12815422
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KB E Escherichia coli K-12 http://genolist.pasteur.fr/Colibri/ NC_000913 |4639675
FMEHE Bacillus subtilis 168 http://genolist.pasteur.fr/Subtilist/ NC_000964 |4215606
ZY Synechocystis PCC6803 http://genolist.pasteur.fr/CyanoList/ NC_000911 |3573470
=L Anabaena PCC7120 http://genolist.pasteur.fr/CyanolList/ NC_003272 |6413771
RGCHH Photorhabdus luminescens http://genolist.pasteur.fr/PhotoList/ NC_005126 |5688987
TA SRS Streptococcus agalactiae http://genolist.pasteur.fr/Sagalist/ NC_004368 2211485
i 2 BE R B Streptococcus pneumonia R6 http://genolist.pasteur.fr/StreptoPneumolList/ |NC_003098 |2038615
fifi R EEBR B Streptococcus pneumonia TIGR4 http://genolist.pasteur.fr/StreptoPneumolList/ |NC_003028 |2160842
EHEBEENRE Staphylococcus aureus N315 http://genolist.pasteur.fr/AureolList/ NC_002745 |2814816
SHEBERE Staphylococcus aureus http://genolist.pasteur.fr/AureoList/ NC_002758 |2878529
TEEKTE Listeria innocua http://genolist.pasteur.fr/ListiList/ NC_003212 |3011208
=M HE Listeria monocytogenes http://genolist.pasteur.fr/ListiList/ NC_003210 (2944528
R R A A B Mycobacterium leprae http://genolist.pasteur.fr/Leproma/ NC_002677 |3268203
ESETTE Mycobacterium tuberculosis http://genolist.pasteur.fr/TuberculList/ NC_000962 |4411532
SR E Mycobacterium bovis http://genolist.pasteur.fr/Bovilist/ NC_002945 |4345492
RO A E Mycobacterium ulcerans http://genolist.pasteur.fr/BurulList/ NC_008611 |5631606
B TR AT Helicobacter pylori 26695 http://genolist.pasteur.fr/PyloriGene/ NC_000915 |1667867
B R AT Helicobacter pylori J99 http://genolist.pasteur.fr/PyloriGene/ NC_000921 |1643831
w8 fti ZE B Legionella pneumophila http://genolist.pasteur.fr/LegioList/ NC_006368 |3503610
fli =7 JFA4E Mycoplasma pulmonis http://genolist.pasteur.fr/MypulList/ NC_002771 |963879
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Nature 386:485 Nature, 436:714 Genetics, 38:948

Kinishi et al (2006) Science, 312:1392 Jiao et al (2010) Nature Genetics, 42:541
Li et al (2006) Science, 312:1936 Miura et al (2010) Nature Genetics, 42:545
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Guo et al. 2005, Bioinformatics. 21:2568-9.
Gao et al. 2006, Bioinformatics. 22:1286-7.
Zhu et al, 2007, Bioinformatics, 23:1307-8.

Guo et al, 2008, NAR, 36:D966-9.
Guo et al, 2008, Gene, 418:1-8.

Zhang et al., 2011, NAR, 39:D1114-7.
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Wang et al. 2005, New Phytol. 165:937-46.
Wang et al. 2006, BMC Bioinformatics. 7:447.
Shi et al. 2006, Gene. 376:199-206.
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Applied Bioinformatics Course
ABC | Tool | Database | Literature | WebLab | CBI | SRS | PDB | UniProt | ExPASy | EBI | NCBI

Welcome
Welcome to ABC - the web site of Applied Bioinformatics Course. We'll learn, step by step, the ABCs of:

How to access various bioinformatics resources on the Internet.

How to query and search biological databases.

How to use bioinformatics tools to analyze your own DNA or protein sequences.
How to construct a phylogenetic tree for the bunch of sequences at your hand.
How to predict the three dimensional structure of your favorite protein.

And lots more!

How we learn

We will run the course in a training room. Each student will have a PC connected into the Internet. We start with introducing the international
bioinformatics resources around the world, for example, NCBI and EBI. We then use the WebLab bioinformatics platform developed by CBI, to get familiar
with dozens of bioinformatics tools through hands-on practice. We will do a lot of exercises for sequence alignment, database similarity search, motif
finding, gene prediction, as well as phylogenetic tree construction and molecular modeling. Finally, we will focus on several projects to solve real biological
problems. You are encouraged to bring your own problems to discuss and, hopefully, to solve during the course! Please read the article Teaching the ABC
of Bioinformatics [PDF] to know more about this course.

What you need before the course

A desktop PC or laptop hooked to the Internet.

Good background of biochemistry and molecular biology - you may try the pretest [English, Chinese] to see how good at it you are.
Ability to read in English such as the contents of this page.

At least three hours every week to have group discussions and to stick on the Internet to do exercises and homework assignments.

What you gain from the course




