BHEER R RSGSRS

T 4]
20114E£10H 14




SRS — Sequence Retrieval System
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bips.u-strasbg.fr/srs/ 8.3

srs.embl.de 8.3 85 6
srs.dna.affrc.go.jp/srs8/ 8.1 46 2
S www.embnet.sk:8080/srs81/ 8.1 47  EMBOSS
bioinfo.ceinge.unina.it/srs7131/ 7.1 59 I
FEE srs.ebi.ac.uk 7.1 117 EMBOSS
srs.bioinformatics.nl 7.1 53 EMBOSS
(of ] proteomics.leeds.ac.uk/srs71/ 7.1 29 20
srs71.cabri.org/ 7.1 42 T
m www.dkfz.de/srs/ 7.1 902 I
srs.02i.it/srs71/ 7.1 13 T
srs6.bionet.nsc.ru/srs6/ 6.1 89 oG
- srs-pbil.ibcp.fr/ 6.1 4 2
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BIPS — Biolnformatics Platform of Strasbourg
EMBL — European Molecular Biology Laboratory
AFFRC — Agriculture, Forestry & Fisheries Research Council

SAS — Slovak Academy of Sciences

CEINGE — Bioteconlogie Avanzate, Naples

EBI — European Bioinformatics Institute

NBIC — Netherlands Bioinformatics Center

CBP — Clinical and Biomedical Proteomics group, Univ of Leeds
CABRI — Common Access to Biological Resources and Information
DKFZ — German Cancer Research Center

IST — National Cancer Research Institute

ICG — Inst of Cytology and Genetics, Novosibirsk

PBIL — Pole Bio-Informatique Lyonnais, Lyon
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o TRIFEKZE — Quick Search

o FREREZE — Standard Query

o ¥ BRE'E — Extended Query
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SILEIC N  Library Page  Query Form Tools Results Projects Views Databanks [HELP]
SRS
Quick Text Search Search Tips
Temporary Project _
Find : Nucleotides ¥ | matching : Enter Text Here
1nE viehOng Nucleotides
= Searchy Proteins eotides n Search
Structures =»
m Literature . < b
its earch Tips
Want to know more about ﬁetn r.t)_me
using SRS? Mutatl)o?s Path
- go to the Help Center for ImpoiVielabolc Falways __s:
online searchable help. uf
- look in our SRS@EBI FAQ 11.10.11 Please Note: One of our data centres will be offline from Friday 1
for answers to commonly 21 October 2011 at 14.00 (GMT+1) to Monday 24 October, 12 i
asked questions noon (GMT+1). During this period this SRS server will not be L
available.
Linking to SRS? 08.09.11 EMBL-Bank Release 109 is now on-line (release notes, data
- Please read our Linking to notes). Note: since release 108 the Expressed Sequence Tag
SRS guide for important (EST) entries from the release have been moved out of
information regarding linking EMBLRELEASE into EMBLESTRELEASE.
to our SRS server. 03.06.11 EMBL-Bank Release 108 is now on-line (release notes, data
notes). Note: the Expressed Sequence Tag (EST) entries from
Public SRS servers the release have been moved out of EMBLRELEASE in to il
worldwide @ TEmmrTmTRTITR S
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Nucleotides (ZFRJF41)
Proteins (ZxHBi/¥41))
Structure (Hx H TS5

Protein Families (25 H i 25
Literature (SCHER)

Genomes (3&[AZH)

Mutations (FRAFR{A)

Metabolic Pathways (fCiHTIE1E)
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o TEWI VA ESHINEAE HP B Asrs.ebi.ac.uk, #E SRS RGEPIEK R S
 RfQuick Text Search#= T J7Find T 3 ¢ # HH £ /2 Nucleotides i Y Proteins
« fEEnter Text Here XU AHi A HE H % A bar-headed goose hemoglobin

o piiSearchi%4l

R [E R
PAESK M 1M1 55 FFHBAD_ANSIN. HBA_ANSINATHBB_ANSIN=/MP3%, JKHEIMLZL
EEHEATHE, DRINEREENAEAEILT15%H

R

((([swissprot-ALLTEXT:bar-headed*] &[swissprot-ALLTEXT:goose*]) &[swissprot-
ALLTEXT:hemoglobin*]) |[swissprot-ALLTEXT:bar-headed goose hemoglobin*])
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Quick Search [ITTEIVIETEE  Query Form Tools Results Projects Views Databanks

=3
Search Options Available Databanks

[+ Expand all  [=] Collapse all Show databanks tooltips:

1.Select the databanks
you want to search
[=] Literature, Bibliography and Reference Databases

2.Enter your search terms [C] MEDLINE [[] Taxonomy O] oMM
in the Quick Search box, ) .
or choose a query form [[] OMIM Morbid Map [ Patent Abstracts [[] Karyn's Genomes
from below [C] Patent Equivalents
Literature, Bibfiography and Reference Databases - subsections
[[] MEDLINE {Updates) [C] MEDLINE (Main Release 2011) [[] MED2PUB
[+ Gene Dictionaries and Ontologies
You can browse through [=] Nucleotide sequence databases
all the entries in any :
databanks. ] EMBL [[] patent DNA [[1 EmBL (Contig)
First, select the databanks ] EMBL (Contigs expanded) [[] EMEL {Coding Sequences) [7] EMEL ID/Accession Mapping
you want to browse, then
click: [[] EMBL MGA [[] IMGT/LIGM-DB [ IMGT/HLA
[0 IPD-KIR [C] IPD-MHC [C] Genome Reviews
] GR Genes [[] GR Transcripts [[] RefSeq Genome
[ Livelists [[] Patent DNA NRL1 [[] Patent DNA NRL2
Nucleotide sequence databases - subsections
» bookmark this link to [[] EMBL (Updates [F] EMBL (Release [F] EMBL (Whole Genome Shotgun)
LEE-:;ET}E; ?;;LE;UJM ] EMBL (Whole Genome Shotgun release) [] EMBEL {Whole Genome Shotgun updates) [[] EMBL {Contig release)
- Please read our Linking to [C] EMBL {Contig updates) [C] EMBL (Contigs expanded release) [C] EMBL {Contigs expanded updates)
SRS guide for important
information regarding linking [C] EMBL (EST Release) [ EMBEL {Release, Deleted) [ EMBEL {Whole Genome Shotgun Masters)
to our SRS server. [[] ENA Project [[] RefSeq Genome (Release) [[] pefSeq Genome {Updates)

[+ Nucleotide related databases
BookMarklLets [=] uniProt Universal Protein Resource

] UniProtkB [ UniProtkB/Swiss-Prot [7] UniProtkB/TrEMBL [] UniRef100 [] UniRefon

[ UnirRefs0 [] UniParc
[+ other protein sequence databases

About Bookmarkl ets

& Prntein Sen
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Quick Search __Library Page Tools Results Projects Views Databanks 1

m search UniProtkB/Swiss-Prot

In a single field, you can separate multiple values by: &, | or ! i m
Combine search terms
with: - (i J - HBA_HUMAN
ID -
Use wildcards i HBA_MOUSE
©® D  HBA_RAT

Get results of type:
0 AlText -

Entry -

Select the fields you want displayed in your view and choose the format
@ View results using:

UniprotView - Choose 1 or more fields: Display As: © Table © List
or ID -
EntryName (=1
Seguence Format: i v
O Create a view Data Class | SWiss

AccessionNumber
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B%ﬂ?jif%‘
1 FEUniProt/Swiss-Prot & H Jii 7 71| L4
e i iiSearch Optionst=H'Standard Query Form#% 4l

 J4Fields you can search#f—> N Hi ¢ HLH Al Text? A Species, {FYour
Search TermH %ii A\ bar-headed goose

 J4Fields you can search#f — > N 32 LAl Textt Ay Description, 1EYour
Search TermH %1 A Hemoglobin

A iSearchiz 4l

R [E 45 53
IR [B B Sk M 1141 25 14 7 51HBAD_ANSIN. HBA_ANSINFITHBB_ANSIN ="V,

R

((([swissprot-Species:bar-headed*] &[swissprot-Species:goose*]) |[swissprot-
Species:bar-headed goose*]) &[swissprot-Description:hemoglobin*])
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%@ﬁ&
1% BEUniProt/Swiss-Prot s H J5i 7 51 204 JEE
e niiiSearch Optionst=H'Standard Qury Formi% £l

« f4Fields you can search#i —> T Hi ¢ HLHAll Text 2 Species, 7EYour search term#ij
NHEF % Ahomo sapiens

 J4Fields you can search# — > ~hi g B H1 All Texttf NyDescription, f£Your search
term%i AHE 1% A Hemoglobin alpha chain

i Searchfz4H

R Bl 45 R
1 BN ML 2T 85 H W3 7 1) 46 H HBA_ HUMAN .

BRFM

([swissprot-Species:human®*] & ((([swissprot-Description:hemoglobin*] & [swissprot-
Description:alpha*]) & [swissprot-Description:chain*]) | [swissprot-
Description:hemoglobin alpha chain*]))
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BIEFE
o EFEUniProt/Swiss-Prot H i 7 41| B35 2
o siiliSearch Optionst~HiStandard Query Form#%4il

 J4Fields you can search 2 —/ N hi g B H1 Al Texttd N Species, fEYour Search Term
s Ahomo sapiens

 J4Fields you can search#f — N fi S L H1 Al Texttf yDescription, f£Your Search
TermH % AHemoglobin !receptor

S i Searchf#4H

R B 45 5

R E M B AN WRFH %4 H, BihalphakkE AIEFEF AN WIE: HBA_HUMAN
. HBT_HUMAN. HBZ HUMANAIHBM_HUMAN, betaBkx (3L K 5 ges/ T 4
HBB_HUMAN. HBD_HUMAN. HBE_HUMAN, LlAHBAG1 HUMANFIHBAG2 HUMAN

BRFM

([swissprot-Species:human®] &([swissprot-Description:hemoglobin*] ! [swissprot-
Description:receptor®*]))
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Fields you can search Your search terms Create a view
B seorc

In a single field, you can separate multiple values by &, |, !
AllText
AllIDs

—

EntryName
Data Class
AccessionMumber

Primary Accession Number

Seguence Version

Creation Date select * 1 = Jan > YYYY 1« Jan = YYYY
Seqg Mod Date select ¥ 1 - Jan ~ YYYY 1 > Jan ¥ YYYY
Annot Mod Date select ¥ 1 > Jan ~ YYYY 1 ¥ Jan ¥ YYYY
Description

Gene Name

Synonym

Ordered Locus Names

ORF Names
ECNumber
Organism Name
Species
Taxonomy

Organelle
NCBI TaxId

TaxCount == v == v

Organism Host TaxId

I A |

Organism Host Name
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Organism Host Name

: evidence at protein level

- evidence at transcript level
- inferred from homology

- predicted

> uncertain

ProteinExistence
@ or

and

NP by —

Keywords
ProteinID

Sequence | ength = v <= -

MolWeight = ¥ <= -
arc

DBxref

MedlinelD

swProtName

Isoform

DBLink

SeqCrcDigest



References subentry fields

View results using: *Namesonly *
Authors

Title

RefPosition

RefGroup
RefNumber

RefCommentCode
@ or

and
RefComment
Journal
VolumeNo
FirstPage
Year
Citation

SubmissionDate

Patent
PatentDate
MedlineID

Swiss-Prot 3Bk

plasmid
strain
tissue

transposon

References =~

O

O @6 O O o oo oo o
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Comments subentry fields

View results using: *Names only *

CommentType
@ or

and

Comment

Link subentry fields

View results using: *Names only *
DbName

DBxref

-

-

Comments ~

Ty seorch

allergen

alternative products
biophysicochemical properties
biotechnology

catalytic activity

caution

cofactor M

m| p




Swiss-Prot

Features subentry fields

View results using:  *Names only * -

FtKey
@ or

and

FtLength

FtDescription

Begin

End

FtResid

Counters subentry fields

View results using:  * Names only * h

Countltem

CountN

Fr AR R T 5048

Features ~

I seorch

act_site

binding
ca_bind
carbohyd
chain
coiled

compbias ~

== == v
== == v
== == ¥
Counters -
[ scorch
h
== =
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Quick Search _Library Page [FTENIT LA Tools Results Projects Views Databanks I

m search EMBL
Search Options Fields you can search Your search terms

In a single field, you can separate multiple values by &, |, ! nmp
Combine search terms
AllText
with: & (AND) -
AllIDs
U idcard
se wildcards - .

Get results of type: _
O c [ circular [ |

Entry - Topology ]

[ linear
Result Display Options [l genomicdna ! genomic ma
_ [l mma [l other dna
@ \View results using:
. . [l other ma O rma
EMBLSeqSimpleView ~ Molecule [l
or [l transcribed ma [ tma
Create a table - [l unassigned dna ! unassigned ma
view using selected fields I viral cma
S F £ [ est [ gss [ hte [ htg [ pat [ std
equence Forma Data Class .
embl - [ sts [0 tsa [ wgs
Show 30 v [ env [ fun E hum £ inv £ mam £ mus

results per page Division [ phg O pln 1 pro [ rod [ syn [ tgn (]
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Seqguence Length

Accession Number

Primary Accession Mumber

Seguence Version

Entrv Creation Date

Entry Creation Release

Last Update Date

Last Update Release

Description

Genome Project ID

Keywords

Organism Mame

Taxon

NCBI TaxId

Organelle
Link
UnilibID
SubAddress

Patent

select

select

Jan

Jan

5 T T i i 1 T I 1 1 I T T T [



SRSY R R S (EMBL-3)

References subentry fields References -

View results using: *MNames only * - 13 m

RefPosition

PubMedID
RefGroup
Authors
Title
Journal
VolumeMo == - o= -
FirstPage == v <= -
Year == - <= -
Features subentry fields Features -
View results using: *Mames only * - nmp m
10 signal -
FtKey :_3:'33:?5@”3' E
eor 5'utr
and C_region
caat_signal
cds ud
allele -
FtQualifier gﬂ?rfg g IG_TG cation y

2 or bio_material
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FtQualifier

2 or

and

ProteinID
Latitude

Longitude

Gene

FtDescription

FtBegin
FtEnd

Ftlength
Counters subentry fields

View results using: * Names only *

CountedItem

CountedN

| Cas

allele
anticodon

artificial_location

bio_material

bound_moiety

cell_line
cell_type

ml »

Counters -

I seorch
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EHRBEMN — & M, 2ilErs. 8 dF, B8 E
B#E5 — SRR, BB AEES

FIES — R EM R TR, WK ZRIEERice, T HRice[AU]

BERF —HBhR N, o Apeptide, 1R [0 45 A+ peptide

peptides

W55 — BUHIEECIIRE, WA “peptide” , MAIR[E]E
peptidesiJ 2k H; PR 2 B 515, 40 “disulfide bridge”

B9 — IREMER TBIRERL

T

, BFERFAIKE . HIHSE

ENRIER — RERZRIEE, Wk N/ phos/, I&[FHE DL

“phos” HBIAMIZE H , Hi N\ /aseS/i& A5 Ll “ase” 45 B K 4% H
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SRS

Temporary Project

1nE_v1ehOng

"~ Want to know more about
using SRS?

- go to the Help Center for
online searchable help.
- look in our SRS@EBI FAQ
for answers to commonly
asked questions

" Linking to SRS?

- Please read our Linking to
SRS guide for important
information regarding linking
to our SRS server.

*Public SRS servers
worldwide

Quick Text Search Search Tips

Find : Nucleotides

Nucleotides

Search¢ Proteins

Structures

Protein Families
Literature

MGenome

Mutations

Impoi Metabolic Pathways

matching : Enter Text Here
eotides Ill-

Search Tips

21 October 2011 at 14.00 (GMT+1) to Monday 24 October, 12
noon (GMT+1). During this period this SRS server will not be
available.

08.09.11 EMBL-Bank Release 109 is now on-line (release notes, data
notes). Note: since release 108 the Expressed Sequence Tag
(EST) entries from the release have been moved out of
EMBLRELEASE into EMBLESTRELEASE.

03.06.11 EMBL-Bank Release 108 is now on-line (release notes, data
notes). Note: the Expressed Sequence Tag (EST) entries from
the release have been moved out of EMBLRELEASE in to

11.10.11 Please Note: One of our data centres will be offline from Friday ‘

FAAM AT A e

hiowisdom
SRS
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o HITEFEST T (Tools)
EMBOSS. Phylip. HMMERFIBLASTS:

o« BAORTRER (Results)
BENRIE, MNaRGRSITHE . 8
SEARC
o IRFRIRIKEE (Project)
AR RO R PRAT 2 A HE
o SEFIETH A (Views)
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Etzold T, Argos P. SRS--an indexing and retrieval tool for flat file
data libraries. Comput Appl Biosci. 1993a Feb;9(1):49-57.

Etzold T, Argos P. Transforming a set of biological flat file libraries
to a fast access network. Comput Appl Biosci. 1993b Feb;9(1):59-
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