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14-3-3 proteins 14-3-3 & H ABC transport membrane comp.  ABC #3zfE& 5
ADP-ribosylation factors ADP 4 Z AV [ F Alcohol dehydrogenases g Ji, &
Aldehyde dehydrogenases B It 2 B Alpha-crystallins/HSP-20 a- A
Alpha-2-macroglobulins a2 EXRER Alpha-mannosidases o-H T AE
Aminotransferases i H Aminotransferases class V R34

AA-tRNA synthetases class |1

Il 2% AA-tRNA 4 ik B

AraC family HTH proteins

W] 4 5k B2 e - - 1R
&

Arginases N Arrestins (P02 21 50 )40 461 2 1
Asparaginase / glutaminase T4 B 2B/ 2 2 BL % B | ATP synthase ¢ subunit ATP &8 C T3
Avidin PAEREE Band 4.1 family proteins 41 4 FikEH
Beta-lactamases B- 4 B 4B Bromo domain i3 2 A 3
BTG1 family BTG1 Kk C1q domain Clq 443,
C2 domain C2 & #3, C-type lectin domain CRREZR
Cadherins Carboxylesterases type-B R g
Cathelicidins CBS domain CBS #5343,
Chalcone/stilbene synthases £ H F 1.2- 3X Z K4 | Chaperonins cpn10/cpn60 T e
i
Chaperonins TCP1 family 4T PE{B TCP1 Kk Chitinases JUT
Chromo domain Claudins
Clostridium cellul. repeat. Clusterin
Coiled coil domains T LA th 45 4 32 Cold shock domain A B A 3,
Crystallins beta/gamma Bly i R H CTF/NF-I CCAAT $# Xl T I A
%
CUB domain CUB #4434 Cuticle proteins KEEH
Cytochrome c oxidase 4 & C A Cytochromes P450 40 i &, % P450
Cytosolic fatty acid bind. /0 L7 S B ® 45 4% & | DEAD-box hefllicases Dead-box ## jie B
Death domain BT S5 A IR Deoxyribonuclease | REMZAEAL LB |
Dichloromethane dehalogenase — S i g & DnaJ family Dnal K&
DNA/RNA non-spec. Nucleases ~ DNA/RNA 457 M¥4% | EF-hand calcium-binding EF-FA45 42 5% H
i
EGF-like domain, Ca++ EGF #£ 4 4 3% Elongation factor 1 R E T
Enoyl-CoA hydratase N i Ependymins
Fatty acid desaturases A B BR 54, o g Fibrinogens gz ER
Fibronectin type 111 diEEe A Fimbrial usher proteins
FKBP-type Ppiase Follistatin domain
Forkhead-associated domain Wk 554 38 GItP family of transporters iz EH
Glucanases H R AE o Glutamine synthetase 25 B A A T
Glycerol-3-P dehydr. FAD H b it S8 3 & IR PERS | Glycoprotease family A YRk
“HRER
Glycoprotein hormones WEaHE Glycosyl hydrolases B K AR Tl
Glycosyl transferases (Euk.) A A4 L T G-proteins G&H
G-protein coupled receptors GEBBEETR grpE family Grp Xk
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Georgopoulos Hematopoietins (Interleukins) B A%
HIT family HMG1/2 and HMG-14/17
Homeobox domain 6] IR 57 & G5 A 8, Hyaluronan binding domain
IGF binding proteins IGF £ 6% & Immunoglobulins %% R E
Inorganic pyrophosphatases T 5% B B Integrases N
Interferons THh%E Interleukin-6 family HI%-6 Kk
Kringle domain Laminins B KA E
LBP/BPI / CETP family Lipocalins
Liolytic enz. 'G-D-S-L' Fié g 2~ Fo B lysR family HTH proteins LysR Kk 4% ie - 4% -4
EE A
MAC components / perforin MAC £ & TtE&E | Malic enzymes ¥ B g
MAM domain MAP and Tau proteins
marR family HTH proteins MarR % Jik 42 e -3 f-4% | Metallothioneins A RRER
EEA
MHC complex proteins MHC £ &%§8 Myelin proteolipid protein BB A A & E
Nitrate reductases B 3 1T Odorant receptors R Z AR
OmpA-like domain OmpA £ £ 435, Osteonectins HREEY
P-type domain P A ZE A4, Pancreatic trypsin inhibitor Jik 2 T 340 1) 5
Peptidases Jik Pertussis toxin BHZEE
PH domain Pl domain (PID)
Phosphatidyleth.-binding BB B B8 I 45 4% @ | Phospholipase A2 B R A2
Phosphomannose isomerases BB HEERME | Phytochromes e E
Plant viruses icos. Capsid MR ENS AR Poly (ADP-ribose) polymerase ~ ADP % 4-F
Protein kinases =l Protein phosphatase 2A B OB R 2A
PTR2 oligopeptide symporters PTR2 Efk4tiz & & Reaction center proteins =]

RecA

RecR

Release factors

BHET

Restriction-modif. Enzymes

M %] 14 -modif B

Ribosomal protein Sé6e

PAE R B S6e

Ribosomal protein S15

PAEAE B S15

Ribosomal protein S19e AR A B S19c Ring-cleavage dioxygenases At

RNA 3'-terminal P cyclases RNA 3’35 P 314}, B RTX toxins RTX &%

S-layer homology domain S 2 F R &1 8, SH2 domain SH2 £5 443,

SH3 domain SH3 £5 443, Sigma-70 factors ECF. c-70 F-F ECF

Signal sequence peptidases 12 5 7 7| Ik B SNF2 family of helicases . e

Somatomedin B domain £ K Z B &1 Subtilases

Syndecans T cell receptors T 4 Z AR

TetR family HTH proteins TetR K ik 42 e -4% -4 | Thiol proteases, C1-type Cl Al mE & A
EE A

Thiol proteases RNA viruses B E A B RNA A3 | Thiol proteases inhibitors i B B A

Thyroglobulin W EE Thyroglobulin type-1 repeats FRfrskEe LAEEL

X
TNF family Pt S8 37 3, Tl 1 Transglycosylases A A4 L T
Transit peptides $#32 K Transposases, Mutator family 4 B 5% W AR
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Transcription factor TFIIB X HF TFIIB Transcription factors R HT
Transmembrane 4 family iy s Ubiquitin-conjugating enzymes ZF A
Uracil-DNA glycosylase R v A AL Vitamin K-depend. Gla domain 44 % K &8 A Gla &
143,
Von Willebrand factor type A Von Willebrand factor type C
XPG protein Xylose isomerase RN 7 A 1 B
WAP-type domain WW/rsp5/WWP domain
Zinc finger, C2H2 type HiREA ZP domain
African swine fever virus EME IR H Bacteriophage P4 P4 " A
Bacteriophage T4 T4 g H Bacillus subtilis MEAE
Caenorhabditis elegans % Chlamydia trachomatis VIRKREE
Chloroplast encoded proteins MR E Dictyostelium discoideum
Drosophila R Drosophila nuclear proteins R ER
Erwinia chrysanthemi BAX K Escherichia coli KAt H
Human EST derived sequences H A EST J¥ 5|13 2| # 7| Hydra K 8
5\
Mycobacterium leprae R AT Pseudomonas BERE
Saccharomyce cerevisiae 253 Salmonella typhimurium ARE:]
Snakes By K Sulfolobus solfataricus Y R




