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Loading and saving
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Wind and Help
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About Swiss-FdbViewer
Toolbar and Display Window
Control Fanel

Layers Info

Electron Density Map
Alizn Window
Ramachandran Flot
Cavity Window

Fit Memu
Tools Memm

Seripting Language




Manipulating the Model

7| (60| [ 7| [enst || B vy | | o
W P a0 N e

Dol KR E O BRI 8 R S B o
X

E PAT R BN & A Y
S o e

Ea JiEHE 8 A A AR, DT AT AMAAS R A PR WL % B AR R



1

K
\

———— -

ﬁ/.
Ry
3’0‘/
2

wHaY

Control +10¢ | » AAEHEFHIAI I E T 1 f 142.2°

I P A 5 A B

3 4

b * Pick 1zt atom [or hit 'esc]

14220

& = AH B JR7 1 A E

AR AP A B () T A

.

B

e
i

L HUTATE A
* +
* s




Ly

29 EEEH RN AR, LEAEEARFIFRIAE

PIRAN R 7oy, onfE— e Va N I PT A 2 R R R

ot |0 ek, R BT, 2R R E SN
[yi:yli_-_;r Tl T Ei

Add to vieww groups that are within
Dizplay only groups that are within

Select groupsz that are within

Add to Selection groups that are within

@) ? of the picked

| Acton all Layers
Cancel | ok




HUTRTE

4

ToRSIoH

1
s

e

LI SE (A R 5 ol

K — o r2mE) A0y by ARXMEN, TRl
R 73—~ H B = AN R -k AT 2 n

P IXAS T EBEAT R — R 8 AR AR

PSRN P it 1) 28 o R e 32 1) 2 — B b A7 Jie i+



Selecting and Displaying

e Displaying
1 F5show H-bounds: show H-bounds Distances; show backbone as
carbon alpha trace; Render in 3D etc. LARTHIAN /4

e Selecting

fuFEinverse selection; group kind; group property; secondery structure
etc. LLAT =4~ 428



Displaying
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Displaying
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Selecting
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Selecting
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Selecting

e Select---inverse select ¢ [A]i%$¢
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Coloring
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e Color----- CPK
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e Color----- B-factor
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e Color----- Secondary structure
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e Color--- Secondary Structure Succession
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e Color----chain
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e Color------ Accessibility
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Fitting

e Fit----Magic fit
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e Fit---- Fit molecules(from selection)
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