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caSpasSeo
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HoetorfiX{415%|Caspase38YsmIEB 5/ :

ATGGAGAACACTGAAAXCTCAGTGGATTCAAAATCCATTAAAAATT
TGGAACCAAAGATCATACATGGAAGCGAATCAATGGACTCTGGAA
TATCCCTGGACAACAGTTATAMMATGGATTATCCTGAGATGGGTTT
ATGTATAATAATTAATAATAAGAATTTTCATAAAAGCACTGGAATGA
CATCTCGGTCTGGTACAGATGTCGATGCAGCAAACCTCAGGGAAA
CATTCAGAAACTTGAAATATGAAGTCAGGAATAAAAATGATCTTAC
ACGTGAAGAAATTGTGGAATTGATGCGTGATGTTTCTAAAGAAGAT
CACAGCAAAAGGAGCAGTTTTGTTTGTGTGCTTCTGAGCCATGGT
GAAGAAGGAATAATTTTTGGAACAAATGGACCTGTTGACCTGAAAA
AAATAACAAACTTTTTCAGAGGGGATCGTTGTAGAAGTCTAACTGG
AAAACCCAAACTTTTCATTATTCAGGCCTGCCGTGGTACAGAACTG
GACTGTGGCATTGAGACAGACAGTGGTGTTGATGATGACATGGCG
TGTCATAAAATACCAGTGGAGGCCGACTTCTTGTATGCATACTCCA
CAGCACCTGGTTATTATTCTTGGCGAAATTCAAAGGATGGCTCCT
GGTTCATCCAGTCGCTTTGTGCCATGCTGAAACAGTATGCCGACA
AGCTTGAATTTATGCACATTCTTACCCGGGTTAACCGAAAGGTGG
CAACAGAATTTGAGTCCTTTTCCTTTGACGCTACTTTTCATGCAAA

GAAACAGATTCCATGTATTGTTTCCATGCTCACAAAAGAACTCTAT
TTTTATCAC
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YPEMGLCHINNKNFHKSTGMTSRSGTDVDAANLRETFRN
LKYEVRNKNDLTREEIVELMRDVSKEDHSKRSSFVCVLL
SHGEEGIIFGTNGPVDLKKITNFFRGDRCRSLTGKPKLFII
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antigenic B4 7 45 2R

antigenic {45 H, Caspase3R] A 10
MNYURAL R, $Z T ER/MEIRON:  111-121,
252-274, 154-163, 181-204, 215-229, 44-50,
232-238, 18-23, 96-102f1165-171.
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PEPSTATS of caspase~3 from 1 to 277

Molecular weight = 31607. 80

Average Residue Weight

= 114.

Isoelectric Point = 6. 5078
AZ280 Molar Extinction Coefficient
A280 Extinction Coefficient Img/ml

Improbability of expression in inclusion bodies = 0.631

pepstatsE{4+15E

A b

108

4+ E

Residues = 277
Charge = 0.0
= 24180
= 0.77

b= - g

3, AJ%0Caspase3fy<:

FH51/96.5078,



TargetP 1.1 Z4FRLEEE"
-

#i#t targetp vl.1 prediction results #itfitiH#HHGHGHEHBHBHBGHGHBHBHBHTE
Number of query sequences: 1

Cleavage site predictions not included.
Using NON-PLANT networks.

Name Len mTP SP @ Loc RC

Caspase_3 277 0.081 0.058 | 0.940 1

cutoff 0.000 0.000 \0.000

ENL: B




MEME(motif)

Name C;_’:g:ﬂ:d Motif Location
sp|P31944|CASPE_HUMAN 3.51e-77 [N [ =
solP42574|CASP3 HUMAN 3.71e-124 Ea—— |
sp|P535210|CASP7_HUMAN 2.82e-114 [ 1 S ]
sp|Q14790|CASPS_HUMAN 9.81e-106
sp|P535211|CASPO_HUMAN 1.27e-97 e [ | TN NN
Sp|Q92851|CASPA_HUMAN 6.61e-101
sp|POCB46|CASPG_HUMAN 4.09e-18 . |
sp|P49662|CASP4_HUMAN 3.09e-129 [ 1 IS T
sp|P51878|CASPS_HUMAN 3.99e-130
sp|P55212|CASPG_HUMAN 2.35e-101 — [ — |
sp|P29465|CASP1_HUMAN 7.71e-125
sp|P42575|CASP2_HUMAN 1.99e-104

sp|QBUXSI|CASPC_HUMAN 3.08e-110

[ ] T [ ]

Fal

[N [ ]

1
500
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Pro—caspase—3HJA. BEE M & H2TT A FEMRFRIE, Pro—caspase—-37E7H
i R 2 AL BéERTAsp (28) “Ser (29) FllAsp (175) “Ser (176)
FiAHEETY), FERPLT (297175) FIP10 (1827277) WA B, FLPOAF
B, PRI A plE P T2 Ui caspase—3.
é;l;lﬂ’%tﬁé\ﬁiﬁﬁcaspaseL)%E‘fﬂl@@Jﬁﬁﬁ%&ﬁﬁ, PLE &iE i T ge AT H
LIRE

— M B A EEVE LR, R N-SK i AR B DIFR, Ticaspase FIvE LI 75
FEPA AL R AT IR AL AT DR, SR =4 7 AN I A AH B
TR, DR VEVERRE . 18 N-R 5w 1 B TE A I AR PR 2, {E X
T-caspase Tr& 7 25 FRN-Rium NG . H BrA V4 B I8 T A2 46
% (caspase 2, 8, 9#110) AP ATHE (caspase 3, 6F17) ZI[AfF(EHE
ERER AR, REGEEMIATE

irreversible tetrapeptide inhibitor acetyl—-Asp—Val-Ala—Asp
fluoromethyl ketone (ANE] DU AKAIHIF]D






cengpal ca\Q e
- TRY
. T

o




Sm(dorr ain)

“

CASc domain

This is a SMART CASc domain (full annotation).

Position:
E-value:

SMART ACC:

Definition:

Description:

Interpro
abstract

(IPRO15917):

GO process:

GO function:

o6 fo 277
2.39189847263417e-145 (HMMERZ)

SMO00115
Caspase, interleukin-1 beta converting enzyme (ICE) homologues

Cysteine aspartases that mediate programmed cell death {apoptosis). Caspases
are synthesised as zymogens and activated by proteolysis of the peptide backbone
adjacent to an aspartate. The resulting two subunits associate to form an (alpha)2
(peta)j2-tetramer which is the active enzyme. Activation of caspases can be
mediated by other caspase homologues.

In the MEROPS database peptidases and peptidase homologues are grouped into
clans and families. Clans are groups of families for which there is evidence of
common ancestry based on a common structural . (full abstract)

apoptotic process (GO:0006915)
cysteine-type peptidase activity (GO-0008234)

ol
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Protein-protein interaction  »®
daBbases-STRlNG | :

BCL2L11

PARP:
DNAE S fiy

SREBPS: JH[& BT
TTHEEEH.

caspase 3, apoptosis-related cysteine peptidase; Involved in the activation cascade of caspases
responsible for apoptosis execution. At the onset of apoptosis it proteclytically cleaves poly(ADP-ribose)
polymerase (PARP) at a '216-Asp-|-Gly-217' bond. Cleaves and activates sterol regulatory element binding
proteins (SREBPs) between the basic helix-loop- helix leucine zipper domain and the membrane attachment
domain. Cleaves and activates caspase-6, -7 and -9. Involved in the cleavage of huntingtin (277 aa)
{Homo sapiens)
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