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Entry
056264
Q6DP37
(264880
Q6DP28
Q2F4NG
QOA2HO
Q9Q0L6
Q3QPIa
Q309X6
QA09Y0
QA09X8
Q809X2
Q6DPT0
Q6DP68
QBDPE6
Q6DP64
Q6J871
Q60DP62
089748

Entry name

NST_I97At
NST 10247
NS1_103A0
NS1_|03At
NS1_|05At
NS1 15940
NS1_196A0
NS1_I00AD
NS1 10140
NST_ID1At
NS1 10142
NST 101A3
NST_I02At
NST 10242
NST 10243
NST 10204
NST 10245
NS1 10246
NS1_I97A0

Status

Protein names

Non-structural protein 1
Non-structural protein 1
Non-structural protein 1
Non-structural protein 1
Non-structural protein 1
Non-structural protein 1
Non-structural protein 1
Non-structural protein 1
Non-structural protein 1
Non-structural protein 1
Non-structural protein 1
Non-structural protein 1
Non-structural protein 1
Non-structural protein 1
Non-structural protein 1
Non-structural protein 1
Non-structural protein 1
Non-structural protein 1
Non-structural protein 1

Gene names

NS
NS
NS
NS
NS
NS
NS
NS
NS
NS
NS
NS
NS
NS
NS
NS
NS
NS
NS

Organism
Influenza A virus (strain A/Hong Kong/156/1997 HSN1 genotype Gs/Gd)
Influenza A virus (strain A'Teal/China/2978.1/2002 H5N1 genatype W)
Influenza A virus (strain A/Hong Kong/212/2003 HSN1 genotype Z+)
Influenza A virus (strain A/Chicken/Shantou/4231/2003 HoN1 genotype V)
Influenza A virus (strain A/Goose/Guangxi/345/2005 HaNT genotype G)
Influenza A virus (strain A/Chicken/Scotland/1959 HoN1)
Influenza A virus (strain A/Goose/Guangdong/1/1996 HSN1 genatype Gs/Gd)
Influenza A virus (strain A/Duck/Hong Kong/2986.1/2000 HGN1 genotype C)
Influenza A virus (strain A/Silky Chicken/Hong Kong/SF189/2001 HGN1 genotype A)
Influenza A virus (strain A/Chicken/Hong Kong/YU562/2001 H5N1 genatype B)
Influenza A virus (strain A/Chicken/Hong Kong/FY150/2001 HGN1 genotype D)
Influenza A virus (strain A/Chicken/Hong Kong/715.5/2001 HGN1 genotype E)
Influenza A virus (strain A/Guinea fowl/Hong Kong/38/2002 H5N1 genotype X0)
Influenza A virus (strain A/Chicken/Hong Kong/31.2/2002 HAN1 genotype X1)
Influenza A virus (strain A/Chicken/Hong Kong/37 42002 HAN1 genotype X2)
Influenza A virus (strain A/Silky Chicken/Hong Kong/YU100/2002 HSN1 genotype X3)
Influenza A virus (strain A/Chicken/Hong Kong/96.1/2002 H5N1 genotype Y)
Influenza A virus (strain A/Chicken/Hong Kong/YU22/2002 H5N1 genotype Z)
Influenza A virus (strain A/Chicken/Hong Kong/220/1997 H5N1 genotype Gs/Gd)
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Length

230
208
225
225
219
230
230
225
225
225
225
225
230
230
230
230
225
225
230
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AfGoose/Guangxi/345/2005
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Influenza A virus segment 8
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890
W S

Segment 8 full length: 865 bp (RefSeq: A/Goose/GD/1/96)
NS1: 15-707
NS2 (NEP): 15-44,517-852
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3.4.2 Sixpack

>4/Goose/Guangdong/1/96 (HSN1)), _1_ORF1 Translation of A/Goose/Guangdong/1/96 (HEN1)),
daa

VTKT

>4/Goose/Guangdong/ 1/96 (HEN1) ), _1_ORF2 Translation of A4/Goose/Guangdong/1/96 (HSN1)),
14aa

NPPLMTGSEETKEH

>4/Goose/Guangdong/1/96 (HEN1)), _1_ORF3 Translation of A/Goose/Guangdong/1/96 (HSN1)),
Saa

MKTSK

>4/Goose/Guangdong/1/96 (HEN1)), _1_ORF4 Translation of A/Goose/Guangdong/1/96 (HSN1)),
106aa

MNSKMQLESSSVDLNGMITQFERLKIYRD SLGE SHMENMGDLHSLQNRNATWRNEL SQKFEE
IRWLIAECRNILTKTENSFEQITFLQALQLLLEVESEIRTFSFQLI
>4/Goose/Guangdong/1/96 (HEN1)), _2 ORF1 Translation of A/Goose/Guangdong/1/96 (HSN1)),
13aa

MAHKKATQYERHV

>4/Goose/Guangdong/1/96 (HSN1)), _2_ORF2 Translation of A/Goose/Guangdong/1/96 (HSN1)),
Gaa

MVHAD A

>4/Goose/Guangdong/ 1/96 (HEN1) ), _2_ORF3 Translation of 4/Goose/Guangdong/1/96 (HSN1)),
2aa

ME

in frame

in frame

in frame

in frame

in frame

in frame

in frame

ORF

ORF

ORF

OFF

OFF

OFF

ORF

threshold

threshold

threshold

threshold

threshold

threshold

threshold

>4/Goose/Guangdong/1/96 (H5N1) ), _3_ORF1 Translation of A/Goose/Guangdong/1/96 (HEN1)),

230aa

MDSNTITSFQVDCYLWHIRKLL SHMEDMCDAPFDDELERDQKALKGRGSTLGLDLRVATHE

GKKIVEDILKSETNENLKIAIASSPAPRYITDMSIEEMSEEWYMLMPRQK ITGGLMVENMD

QATMDERIILKANF SYLFDQLETLVSLRAFTESGAIVAETIFPIPSVPGHF TEDVKNAIGI
IGGLEWNDNSIRASENIQRFAWG THDENGGP SLPPEKQKRYMAKRVESEV

in frame

ORF

threshold

>4/Goose/Guangdong/1/96 (HoN1)), _3_ORF2 Translation of A/Goose/Guangdong/1/96 (HSN1)),
daa
MAHC
>4/Goose/Guangdong/1/96 (HSN1)), _3_ORF3 Translation of A/Goose/Guangdong/1/96 (HSN1)),

laa
i

in frame

in frame

ORF

ORF

threshold

threshold
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3.4.3 Getorf |

>8/Goose/Guangdong/1/96 (H5N1)), _1 [15 — T704] NS full length

ATGGATTCCAAC ACGATAACCTCGTTTCAGG TAGATTGTTATCTATGGCACATAAGALAG
CTACTCAGTATGAGAGACATG TG TGATGCCCCCTTTGATGACAGGCTCCGAAGAGACCAL
AAGGCATTALAGGGALAGAGGCAGCACACTTGGACTCGATTTAAGAGTGGCTACAATGGAG
GGGALA L A ATCGTTGAGGACATCCTGAAGAGTGAGACALATGALAACCTCALAATAGCC
ATTGCTTCCAGTCC TG TCCTCGG TATATCACCGATATGAGCATAGAGGAGATGAGCCGA
GAATGGTACATGC TGATGCCTAGGCAGAAAATAAC TGGAGGCCTTATGGTGAALATGGAC
CAAGCCATAATGGAT AL G A A TTATCC TTAAAGCALATTTCTCAGTTCTATTTGATCAL
CTAGAGACATTAGTCTCTCTGAGGGCATTCACAGALAAGTGGTGCTATTGTGGCTGALATA
TTTCCCATTCCCTCCG TACCAGGACATTTTACAGAGGATGTCALAAATGCALATTGGALTC
CTCATCGG TGGACTTGAATGGAATGATAACTCALATTCGAGCGTCTGALAATATACAGAGS
TTCGC TTGGGGAATCCATGATGAGAATGGGGGACCTTCACTCCCTCCALAACAGAAACGC
TACATGGCGALACGAGTTGAGTCAGAAGTT

>A/Goose/Guangdong/ 1/96 (HSN1)), _2 ([632 — 849]) NS full length
ATGTCALAA A TG AAT TG AATCCTCATCGGTGGACTTGAATGGALATGATALACTCAATTC
GAGCGTCTGAALATATACAGAGATTCGCTTGGGGAATCCATGATGAGAATGGGGGACCTT
CACTCCCTCCALAACAGAAACGCTACATGGCGAAACGAGTTGAGTCAGALGTTTGAAGAG
ATCAGATGGC TCATTGC TGAA TG TAGALATATACTGACALAGACTGALALATAGCTTTGAL
CAGATA A AT TTTTGCALAGCATTGCAAC TCTTACTTGAAGTTGAGAGTGAGATAAGGACC
TTCTCTTTTCAGCTTATT

Z51e: NS158%, NS2A 5%
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> A LIEHNS1IHIRNA-binding domain HPHY35F]
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3.5.2 35Arg-G6
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