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Virus Integrin receptor Route Kinase/ GTPase
Adenovirus avBl, avB3, avps C].alhrin, PI3K, (-SAS, PKA, p38/ Rab3,
microtubules dynamin, Racl, Cdc42
CoxackievirusA9 avp3, avpé
Echovirus avp3, a2l / dynamin
Clathrin AKT deactivation,

Foot and mouth disease virus

Hantaan virus

Human parechovirus 1

Human immunodeficiency virus |
Rotaviruses

KSHV/HHV-8
Papillomavirus

AAV-2
Parechovirus 1

avBl, avB3, avp6, avps

avP3, a Il bp3

avfp3

avp3

a2PB1, aXp2, avp3, a4l

a3pl, a2pl
abp4, abpl

avB5(asSpl)
avpl, avp3

Non-clathrin, non-caveolin

Clathrin microtubules

GSK3 dephosphorylation

/ dynamin

FAK, Src, PI3K, ERK,
PKC(- MEK-ERK/ RhoA,
Cdc42

PI3K
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AEIPFHEEEREH av EEFFIE B

Entry name+ Entry+ Organisms+ Lengl:hﬂ*
ITAV_BOVINS P30746¢  Bos taurus (Bovine)s 10480
ITAY HUMAN+ P06756+ Homo sapiens (Human)+ 1048«
BOFYYo _CAMEBA+< BOFYYS+~  Camelus bactrianus (Bactrian camel)+ 1054¢

D25YX8_CAMDR+ D25YX8+ Camelus dromedarius (Dromedary) (Arabian camel}s 1048+#

FEW3W7_HORSE< FEW3IWT7< Equus caballus (Horse)s 1018+
BOFYYS_SHEEP+<  BOFYYS5<  Owis aries (Sheep)w 1048«
F7IIZ6_CALIAF F7UZ6+  Callithrix jacchus (White-tufted-ear marmoset)+# 1047+
AZRODE PIG AZRQD8Y Sus scrofa (Pig) 10460
G35U46 LOXAFe  G35U46+ Loxodonta africana (African elephant)+ 1045
ITAV_MOUSE+ P43406+  Mus musculus (Mouse) 1044+
FILZXS RAT+ FILZX3¢  Rattus norvegicus (Rat) 9824
G300KS GORGO+ G3Q0KS+ Gorilla gorilla gorilla (Lowland gorilla)# 1032#

FEQSK2 MACMU+« FeQSK2+  Macaca mulatta (Rhesus macaque)# 1048+




FAEIPFEBRED 1 EEFFIE R

Entry name+ Entry+ Organisms+ Length+
ITB1_BOVIN® P53712+ Bos taurus (Bovine)s 798¢
ITBEL HUMAN+ PO55568+ Homo sapiens (Human)+ 798+
G30QTGE_GORGO+ G34TG8+ Gorilla gorilla gorilla (Lowland gorilla )+ 798+
E2RT52_CANFA+<  E2RTS52+ Canisfamiliaris (Dog) (Canis lupus familiaris )+~ G5+
F6UR46_HORSE+ F6UR46+ Equus caballus (Horse)w 799+
ITB1 CAMBA+ ASZ1¥6+ Camelus bactrianus (Bactrian camel)+ 798+
ITB1_FELCA+ P53713+ Felis catus (Cat) (Felis silvestris catus )+~ 795+
ITB1_PIG+ Q9GLPD+ Sus scrofa (Pig)e 798+
ITB1l SHEEP+ BOFYY4+«  Owis aries (Sheep)+ 798+
CTARS7 CAMDR+ C7ARS7+ Camelus dromedarius (Dromedary) (Arabian camel)~ 798+
FEW202_CALlA+ FEW202+ Callithrix jacchus (White-tufted-ear marmoset)+ 798+
G1IMGGE6_AILME+ G1MGGE6+ Ailuropoda melanocleuca (Giant panda)+ 798+
G15K33 RABIT+ G1SK33+ Oryctolagus cuniculus (Rabbit)+ 798+
G3TKS4 LOXAF+ G3TKS4+ Loxedeonta africana (African elephant)s 795+
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AEPHERERD B3 XEFFIEE-
Entry name+ Entry+ Organisms+ Length+
FIMTN1_BOVIN< FIMTN1< Bos taurus (Bovine)o 784«
ITBEZ HUMAN P0O5106+ Homo sapiens (Human)+ 785+
G1MB53_AILME+ G1MS853+ Ailuropoda melancleuca (Giant panda)+~ 790+
FEQIM6_CALIA+<  FEQIMGE+« Callithrix jacchus (White-tufted-ear marmoset)s 788+
G30XN4_GORGO+ G3axN4+< Gorilla gorilla gorilla (Lowland gorilla )+ 768+
QSTUN3_RABIT+ GSTUN3+ Oryctolagus cuniculus (Rabbit)+« 785+
FIPPGS_CANFA+<  F1PPGS3+  Canis familiaris (Dog) (Canis lupus familiaris )+ 7187+
Q52MQ6_HORSE+ O52MQG6+ Equus caballus (Horse)” T4+
QS5IH1 PIG+ Q85JH1+  Sus scrofa (Pig)e 7844
G3TCOD LOXAFR~ G3TCOD + Loxodonta africana (African elephant)s 178+
B3APS2 CAMBA+« BSAPSZ+  Camelus bactrianus (Bactrian camel)+# 762+
DEBERGO SHEEPs DBBRGOD< Ovis aries (Sheep)s 7624
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Entry name+ Entry+ Organisms+ Lengthe
ITBES BOVINS Q85083+ Bos taurus (Bovine)+ 788+
ITEG HUMAN+ P18564+ Homo sapiens (Humanp 7886+
G1MIVE_AILME+ G1MI1VE+ Ailuropoda melanoleuca (Giant panda)+ 788+
E2ZRELS_CAMNFRA+« E2RELS+ Canis familiaris (Dog) (Canis lupus familiaris)+ Tah+
ITBS PIG+ Q1RPRG6+ Sus scrofa (Pig)+ 788+
ASZIXT CAMBA+ ASZ1X7+ Camelus bactrianus (Bactrian camel)+ TGE+

COEOLY CAMDR+ CSEOL7+ Camelus dromedarius (Dromedary) (Arabian camel)» 788+

ITBEG MOUSE+ QSZ0TS+ Mus musculus (Mouse)+ 787+
ITBG RAT+ Q6AYFA+ Rattus norvegicus (Rat)+ 787+
ITBE SHEEP« Q863C4+< Ovis aries (Sheep)+ 787+
G1T891 RABIT+ G1T8S1+ Oryctolagus cuniculus (Rabbit)+ 786+
F7B3K7_ HORSE+ F7E3K7+ Eqguus caballus (Horse)+ TGE+
F7G573 _CALJA+ F/G573+ Callithrix jacchus (White-tufted-ear marmoset)+ 788+
G3R1W1l GORGO+ G3R1WI1+ Gorilla gorilla gorilla (Lowland gorilla)+ TGE+

G35PD2_ LOXAF G35PD2+ Loxodonta africana (African elephant)+ 788+




ARPHERKED p8 LEFFIfEE

Entry names Entrye  Organismse Lengthe
FIMVW3_BOVIN® FIMVW3+ Bos taurus (Bovine}® Te7e
ITBE HUMAN<  P26012¢ Homo sapiens (Human)s 765+

F7I2K0_CAUAS  F712K0¢  Callithrix jacchus (White-tufted-ear marmoset)® 635

ASX6R3 PIGe  A9X6R3¢  Sus scrofa [Pig)e 767+

EZR641 CANFA+ E2R641¢  Canisfamiliaris (Dog) (Canis lupus familiarise  767¢

D3ZGZ3 RAT#  D3ZGZI3¢ Rattus norvegicus (Rat)e Te7¢
QOVBDO_MOUSE# QOVBDO¥ Mus musculus (Mouse)e Te7e

ITBE RABIT# P26013¢  Oryctolagus cuniculus (Rabhbit)s TG+
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A 0.958 0047 0541 0946 0949

i 0.956 0044 0938 0943 0946 0991
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= B1 B3 Ba B8
SATUEE O 0. 995 0. 925 0. 944 —
= 0. 994 0. 954 O. 97T —
B e Oy 0. 974 — 0. 94 —
15 0. 95T 0. 954 0. 94 0. 947
. 0. 94T 0. 947 0. 954 0.911
LT 0. 945 0. 94 0. a3z a. 739
AEAE 0. 947 0. 46 0. 936 —
e 0. 975 0. 932 0. 94 0. 93
Am| 0. 974 — — —
o REAm 0. 951 0. 924 0. 954 —
3, 0. 955 0. 936 0. 916 0. 856
g - — - 0. 595 0. 555
<~ E&, — — 0. 59T 0. 851
JEi#HER 0. 961 0. 93z 0. 923 —
= o. 97T 0. 955 0. 942 —
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hits by profiles: [7 hits (by 1 profile) on 1 sequence]

Hits by PS51470 FG_GAP FG-GARP repeat profile .

USERSEQ1 (1048
CINATPTINGSSVGALLLLALTTATLYK ENMLEDEPEDTATF SGDDF SCVAPNVPL 5—————— 1161 Q13349  ITAD_HUMAN
VHNFTPLIVG 55 IGCLLLLAL TTAVL YR FFERN YEENMEEANGQ TAPENG TQ TP 5FF SER————————— 1163 P20702  ITAX_HUMAN
YPNPLPLIVG S5 WG LLLLAL TT AL TRLGFFRERTEDMMSEGGPPG AEF S 1152 P11215  ITAM_HUMAN
SEVPTGVITGCST TAGTLLLLALVATLWELGFFERRYEEMNTENPDETIDETTEL 55 1181 P17301  ITAZ_ HUMAN
EVPLWVILL SAFAGLLLLMLL ILALYEIGFFREPLEEEMEE 1178 PEE1DS ITAl_HUMAN
[LTISLWILIGSVLGGLLLLALLVFCLWE K IPEEEEREEKLEQ 1167 0O7TeETE  ITA10_HUMAI
FQVP IWITVGSTLGGLLLLALLVLALWE PGLDPTPEVLE 1188 QOUEES  TITall_HUMA
PV IILAVLAGLLLLAVLVE PLEEQ-EREQLOFHENGEGNSET 104a PO6TEE  ITAV_HUMAN
EVEYWVIILAVLAGLLLLAVLVF PQEEQ-EREQLOPHENGEGNSET NI [TAYV EOVIL

Ao IPLWVIILATLLGLLVLATL TLALWK PQEDMTDEEQLTNDETPEL 1063 P53T08  ITAS_HUMAN
VPLWIIILATLFGLLLLGLL I ILYELGFFRERLP TG TAN-EEAQLEFP AT 5D 1049 PO8S648  ITAR_HUMAN
-ATP TWWWLVGVLGGLLLL TIL VL AMWE PLEELDDEEGE 1032 FPO8514  ITAZE_HUMA]
SEVEYWIILVATLAGILMLALLVE ILWECGFFERERY-DDSVPEYHAVEIRKEEREIRDERYIDNLEREQWI 1120 F23228  ITA6_HUMAN
AGVPWWVILLAVLAGLLVLALLVLLLYE HPEATVPQTHAVEIPREDRQUFEEERTGTILENNWG 11498 Q13683  ITAT_HUOMANM
-TFTIVITSS5LLLGLIVLLL IS MWERGEFFERO YR S ILQEENRE——DEWs T INGE SHDD————— 1032 FP13612  ITad HUOMAN
-YVVGWITATSLLVGILIFLLLAVLLWE TEEIIEAERENERENED SWINTQENG 1035 QI37HT  ITAD_HUMAN
SETELWLVLVAVGAGLLLLGLITLLLWE TEALYEAKRQEAENMKE SQP SETERLTDDY——————— 1061 FP26006  ITAS_HUMAN
ARQMLYLYVLSG IGGLLLLLLIFIVLYK EEEMEAGRGVPNGIPAEDSEQLASGQEAGDPGCLEFP 1157 FP20T01  ITAL_HUMAN
STHaLPIITEG S WG LLVL IVILVILFECGFFRERTQQLNLE SIREAQLE SENLLEEEN 1178 P38570  ITAE_HUMAN
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139 LLIT IIII ARFEEERARARNDTS @ HTSTFNT e [-=mme T84 FININL  FINTHL_BOVIN
13 LLMI I-I[l R A FEKEE MWD TN YRSV TG GH ----------- 198 PoiTle  ITBI_BOVIN
12 VSHSEEDKLILQSVCTRMTTRREHPEE [RIDLSKLNAHETFRCNE---mmmmm- 167 FLOWI  FUOWS_BOVIN

132 LLVS I-I[]RE ARFEAERSRARNTGY HKEHQHWLSTDG 188 QBaEs  IThe_BOVIN
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hetal-470-509 BUDERGEERFGVEE-TELOTEG@E (@DEN----RCHIDEDTFESES---
hetal-510-551 BESHEDOE-VEEEREVCICERE- L@HEIRFCRVYGRYCERRDDE S----
hetaf-557-591 REVHAGH--L@ACHEECEACRE- C@FREG----lIESDRCO-CEEARALL
hetal-597-420 BVOPRLO--VRECRETCVCERE-ERTDE---ROLERFCEACET-----

Cysteine-rich tandem repeats of 3 subunits
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Model information:

Model information:

Maodelled residue range:; 31"t|:| 447 Modelled residue range: 2310 717
Based on template: [FieAl Z90A  Based an template [3ieB]s 290 A)
aeguence ldentity [ 9318 Sequence ldentity (%] 95.63

Evalug; 0.00e-1 Evalue: 0.00e-1
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