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Nmnat2/NAD+ depletion model for axon degeneration



SARM1
Sterile alpha and Toll/interleukin-1 receptor motif-containing protein 1

UniProt

Entry: Q6SZW1     Entry Name: SARM1_HUMAN

NCBI
Gene ID: 23098 RefSeq transcripts: NM_015077.4     RefSeq proteins: NP_055892.2

Length: 724 aa   79.4kDa

Subcellular Location: Mitochondrial Membrane 



SARM1
Sterile alpha and Toll/interleukin-1 receptor motif-containing protein 1

TIR domain degrades the essential cofactor NAD+ when activated in 
response to infection 

Sterile Alpha 
Motif

Toll/interleukin-1 
receptor motif

SAM, structural protein motif that can polymerize head to tail



SARM1
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SARM1 octamer
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SARM1

SARM1 activation
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Conformational change of the ARM domain induced 
upon NMN binding
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Overall structures of active or inactive SARM1
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STRING:9606.ENSP00000468032 IntAct

Interaction



SARM1 inhibitors


