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Detection of transposons and associated antibiotic resistance genes
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Rows: 1

Transposon
D)t

Identity|1

Coverage:

Alignment/
Gene_Length|}

Enter Query Sequence

VIEW DESCRIPTION FOR INPUT EORMATS

Input sequence(s).

uence file here: SEEX ¢ ESuaicsibard

Optional settings

Transposon Database

oo | Indentity: PENEEN

Result

Download the results.

Coverage|1 [outOn  contig): ontiglt

Accession
number| 1

Resistant
gene

[

W 1dentity=100% and Coverage=100%

Identity=100% xor Coverage=100%

Identity<100% and Coverage<100%

I 4

Details

Genome Viewer

818751 870207

genome, Position_in_contig: 818751..870207
GTTTCGTGTCATAATAGTGATAGAGGCAAATAGTTATGTAAATATAAGGAGTTCAAGACT
[TCTACCAAAGTTTAAAACTCAAAAAATAAATAGTTGGTGTGCTGCTTAGAGTATCCATTT
TAATAATGGGTATTGTAAATAGCATACCAATATAAATAAAGATTATAAATTTTATAAGGA
GGATGTATGGATTGTATAGAAGCTCATAAGTATTCTTTTGCAAATAAAACTATGCTTAAA
AATGAAAAGAAGTGTGGTTGTTTTTATTGTTGTAAAATCTTTTCTCCAAGTGAAATAGAA
GATTGGTGTGAAGATGAACCAGATTGGACAGCTATTTGTCCATATTGTGGGATTGACTCT

GTGATAGGAGAATCTATTGGATATCCACTAACAAAAGAGTCATTAGAAAAAATGCACAAA
GAATGGTTTTAGTAAAAATTTAATATGTAAATCTCAGACGATAGAAAATCAAAAATTCTG
TCGTCTTTTTTATTTCACAGAAAGGAGGTAAGGATGAATTTTGATTATTTTTATAATAGG

CAATCTGAAATGTATAACTTCATTAGGTTGCCTATGGTATTAATGGAAGATGAGA

Download this sequence.

return

>Tn1806, Identity:100.00 %, Alignment_length/Gene_length: 51457/51457, Coverage: 100.0,
Position_in_ref: 1..51457, contig_name: CP002121.1 Streptococcus pneumoniae AP200, complete
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« [2]C. Auge-Gouillou, Brenner’' s Encyclopedia of Genetics[M]. Academic
Press, 2013.



Thanks for Listening!
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