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Histone Deacetylase (HDAC)

Histone Deacetylase (HDAC)

Histone Acetyltransferase (HAT) 3
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Classification and domain structures of human HDAC
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Sequence Alignment
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Sequence Alignment
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Phylogenetic tree construction
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Ⅱa类HDACs



Ⅱa类HDACs



Structure analysis
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Predicted model for HDAC1

PDB code: 1TYI
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Structure of the HDAC1:MTA1 Complex

Millard C, Watson P, Celardo I, et al. Molecular Cell, 2013.
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The complex interaction of HDAC1
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Overlapped structure of HDAC1 and HDAC3

HDAC1

HDAC3

PDB code: 4A69(HDAC3), 4BKX(HDAC1)
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Overlapped structure of HDAC1 and HDAC8 binding to 
substrate and SAHA

HDAC1 & HDAC8 Binding to substrate HDAC1 & HDAC8 Binding to SAHA

Duanfang C, Na Y. Progress in Biochemistry and Biophysics, 2015.
16



Tools
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Weblogo在线工具
http://weblogo.threeplusone.com

https://mp.weixin.qq.com/s/R2E5oQwCa1X8QZ81xULopg

序列标识围(sequence logo)是以图形的方式依次绘出序列比对中各个位
置上出现的残基。每个位置上残基的累积可反应出该位置上残基的一致
性。每个残基对应图形字符的大小与残基在该位置上出现的频率成正比。
但图形字符的大小并不等于频率百分比，而是经过简单统计计算后转化
的结果。
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http://weblogo.threeplusone.com/
https://mp.weixin.qq.com/s/R2E5oQwCa1X8QZ81xULopg
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Herzog V A, et al. Nature Methods, 2017.
Rollie C, et al. Nucleic Acids Research, 2017.



Weblogo的首页
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在Create界面选择上传数据文件或者直接输入序列

Create——绘制自己的seqlogo
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颜色更改及其它参数
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]

Create——绘制自己的seqlogo
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蛋白质修饰位点预测

https://www.phosphosite.org/homeAction.action

PhosphoSitePlus

https://www.phosphosite.org/homeAction.action
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CSS-Palm
http://csspalm.biocuckoo.org/

蛋白质修饰位点预测

任间（中大） 薛宇（华科）

http://csspalm.biocuckoo.org/
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以乙酰化为例
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String 分析
https://string-db.org/

圆圈（node）表示蛋白质，点击可以查看
蛋白质相关信息；
直线（edge）表示蛋白质之间的相互作用关
系。点击可以查看两蛋白的互作信息。

https://string-db.org/
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String 分析
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