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C521 & C529 are crucial for SA binding 



C82 & C216 are crucial for oligomerization





A bipartite NLS in C-terminus
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Structure Prediction by Phyre2
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Template: A TAL Effector



BTB domain from human promyelocytic leukemia zinc finger protein 



Ankyrin repeat from 4O60, an artificial ankyrin repeat protein
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Structure Prediction by Swissprot
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Conclusion

• 拟南芥中的NPR家族，根据序列和功能，可分为3个亚家族

• NPR蛋白C端的极性或负电残基参与SA的结合

• NPR1的S82和S216间的二硫键导致寡聚化

• NPR1与TGA蛋白、WRKY蛋白的结合，可能存在共同的机制

• NPR1目前能可靠预测的区域，只有中间的ankyrin repeat
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