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背景介绍

• SPL9过表达水稻对RSV抗性减弱

SPL9属于植物特有的转录因子SBP家族

• SBP家族专一性结合DNA promoter区域的GTAC

CRR1 含有植物特有的 DNA binding domain叫做SBP domain, 最早在
Antirrhinum majus 发现，因为结合 the SQUAMOSA promoter，称作
Squamosa promoter binding protein)



Background



蛋白序列分析



结构域寻找



表达分析





Japanese rice

PSI-BLAST

Arabidopsis thaliana



进化树构建与分析
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保守结构域分析



GO分析



互作蛋白预测



结构预测





• The solution structure of the SBP zinc finger has been solved [PMID: 
15001351]. The first four Cys or His coordinate one zinc ion and the 
last four coordinate the other. It can be viewed as two structural 
subdomains, each subdomain containing a single zinc-binding pocket. 
The N-terminal subdomain consists of two short alpha helices 
whereas the C-terminal one contains a three-stranded antiparallel 
beta-sheet.

http://europepmc.org/abstract/MED/15001351


OsSPL9的启动子分析





不同激素处理的表达量



调控网络 Plant Transcriptional Regulatory Map

Upstream Regulator Target Gene

346 regulations(346 unique regulations) are found.



SPL9可能的调控基因

miR528 promoter

miR398 promoter
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