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Length: 2991
Identity: 1334/2991 (44, &%)
Similarity: 1334/2991 (44, &%)

Gaps: B00/2991 (26, TH)
Score: BHTL.0
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Length: 407

Identity: 163/407 (40, 0%)
Similarity:  261/407 (A4, 1%)
Gaps : 54/407 (13, 3%)
Docore: To6. 0
BHRCIIER

Length: 43

Identity: 36/43 (B3, TH)
Similarity: 41/43 (95, 3%)
Gaps: 0/43 ( 0. 0%
Score: 206,0
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